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NTDB id 216190 BZG42 RS00380 WP 328706654.1 MMEHQLLESGEFYHRRYHNAASRVILPSFALLVFLMMFAFFAKKELTVVTRATVEPLHVLSKIQSTSNNPIKMNYLKENQ 80
NTDB id 422 SGO RS10255 WP 012131059.1 .MNEQFLESAEFYQKRYHNFASCLIVPSLILLVFLVGFSMLAKKEITISSRASVEASRVLAQIQSTSNQPIIANHLAENK 79
NTDB id 248 KZH43 RS00225 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 207 SPD RS00240 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 172 SPR RS00235 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 132 SP RS00260 WP 000801611.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 512 SMSK321 RS10735 WP 000801634.1 .MKPEFLESAEFYNRRYHTFSSRVIVPMSLLLVFLLGFATFAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 484 SM12261 RS00280 WP 000801588.1 .MKPEFLESAEFYNRRYHNFSSRVIVPMFLLLVFLLGFATLAEKEMSMSTRATVEPSRILANIQSTSNNRILVNHLEESK 79
consensus !****!!!*!!!**!!!***! *!*!* *!!!!!**!***!*!!*****!!*!!****!**!!!!!!**!**!*!*!**

logo

E
LVAKVKGEDVLL IVEQYAQSVEESGGSAEQGAIVQEAQEGKASFIYKSAKSKQI

L
T
DLMLKEDQLKGSKKQLELTYLKRQSKSLEQSEGRENQHFTPQEPEDSKHYFGYESQQASTFKVRDYQRINSKQLVAELGTSMLETRSANSVTENSQQ

NTDB id 216190 BZG42 RS00380 WP 328706654.1 EVAVGDVLVEYQSSSEQIQEEGIKKKITLLKEQLSQLELLKKSLESGENQFPQEDKHGYSQTFVDYRNKLLTLESNVEQQ 160
NTDB id 422 SGO RS10255 WP 012131059.1 EVKKGELLIQYAVEGEGAQEQKFSSQLDLLKDQKGKLETLRSSLESGRNQFTEPDSYGYEQSFKDYQNQVESMTSSVNQQ 159
NTDB id 248 KZH43 RS00225 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 207 SPD RS00240 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 172 SPR RS00235 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 132 SP RS00260 WP 000801611.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 512 SMSK321 RS10735 WP 000801634.1 LVKKGELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 484 SM12261 RS00280 WP 000801588.1 LVKKGELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
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NTDB id 216190 BZG42 RS00380 WP 328706654.1 NTTIAAQNAATSQLQTELGNIVKTSQKALSDYKNLRMAIQSDAEISEDNAGYSLYVGYTTQLSQAAGIAEKTTLKQQMLT 240
NTDB id 422 SGO RS10255 WP 012131059.1 NATIASQNAAASQSQAELGGVISDVDSKLNDHRNLKNAIQSGVGIDASHPLHSLYQSYRDQLSLA...EDKATAQSQIVA 236
NTDB id 248 KZH43 RS00225 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVA 233
NTDB id 207 SPD RS00240 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVA 233
NTDB id 172 SPR RS00235 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG......EENPQTKVQAVA 233
NTDB id 132 SP RS00260 WP 000801611.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLAGQNLAYSLYQSYKSQG......EENPQTKVQAVA 233
NTDB id 512 SMSK321 RS10735 WP 000801634.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG......EENPQAKAQAVA 233
NTDB id 484 SM12261 RS00280 WP 000801588.1 NETIASQNAAASQTQAEIGTLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG......EENPQSKAQAVV 233
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NTDB id 216190 BZG42 RS00380 WP 328706654.1 QVDNQISQLENQLATYRVQYAGAGAQQAYATNLDSQSASLKSQYLTKVAQEWTSLTSQLGELEGTLGLQENMRAKTKIVA 320
NTDB id 422 SGO RS10255 WP 012131059.1 QLDGQISQLEATAATYRVQYAGAGAQQAYASNLSSQLASLKAQYLVKVGQELTTLTQQILEAESNLKLQETVSKRGQILA 316
NTDB id 248 KZH43 RS00225 WP 000801613.1 QVEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITA 313
NTDB id 207 SPD RS00240 WP 000801613.1 QVEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITA 313
NTDB id 172 SPR RS00235 WP 000801613.1 QVEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITA 313
NTDB id 132 SP RS00260 WP 000801611.1 QVEAQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLAQKILEAESGKKVQGNLLDKGKVTA 313
NTDB id 512 SMSK321 RS10735 WP 000801634.1 QVEAQLSQLESSLTTYRVQYAGSGIQQAYASGLSSQLESLKSQHLAKVSQELTLLDQKILEVESGKKVQGNLLDKGKITA 313
NTDB id 484 SM12261 RS00280 WP 000801588.1 QLEAQLSQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLDQKILEAESGRKVQGNLLDKGKITA 313
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NTDB id 216190 BZG42 RS00380 WP 328706654.1 NQAGIIHLNSEVEGASMIAEGTIIAHIYPSLAEIKKVKVTAYVSSKDVASLSEGDVIHFSAQASQAGQIRLTSTITSIAT 400
NTDB id 422 SGO RS10255 WP 012131059.1 EMDGLLHLNPEVQGSTLVAEGTALAQIYPKITNERKIKIVTYVSSKDVSTIKNGDKVRFITADDANKQMILTSQISSIDA 396
NTDB id 248 KZH43 RS00225 WP 000801613.1 SEDGVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDA 393
NTDB id 207 SPD RS00240 WP 000801613.1 SEDGVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDA 393
NTDB id 172 SPR RS00235 WP 000801613.1 SEDGVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDA 393
NTDB id 132 SP RS00260 WP 000801611.1 SEDGVLHLNPETSDSSMVAEGALLAQLYPSLEREGKAKLTAYLSSKYVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDA 393
NTDB id 512 SMSK321 RS10735 WP 000801634.1 SEDGVLHLNPETSDSTMVAEGTLLAQLYPSLEKEGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQIFLDSTITSIDA 393
NTDB id 484 SM12261 RS00280 WP 000801588.1 SEDGVLHLNPETSDSTMVAEGALLAQLYPSLEKEGKVKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQLFLDSTITSIDA 393
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NTDB id 216190 BZG42 RS00380 WP 328706654.1 SATKTEAGNFFKIEAEADLSKAFAEKIRYGLEGKFVVITGEKTYFQYIVDEFLGKK 456
NTDB id 422 SGO RS10255 WP 012131059.1 NATQTKQGNFFKVECEMAVSKDQAKKLRYGLEGKFVMVTGEKTYFSYYMEKFFNLG 452
NTDB id 248 KZH43 RS00225 WP 000801613.1 TATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 207 SPD RS00240 WP 000801613.1 TATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 172 SPR RS00235 WP 000801613.1 TATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 132 SP RS00260 WP 000801611.1 TATKTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 TATKTEKGNFFKIEAETNLTSEQTEKLRYGVEGRLQMITGRKSYLRYYLDQFLNKE 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 TATKTETGNFFKIEAETNLTSKQAAKLRYGVEGRLQMITGRKSYLRYYLDQFLNKE 449
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