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NTDB id 216100 BZG29 RS25165 WP 077408506.1 ................................................................................ 0
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 216100 BZG29 RS25165 WP 077408506.1 GAPVAIRGESGTGKELAARAIHAQGARASFPFIAVNCGAIPEALMEAEFFGCRPGAYTGALHERQGLFQAAHGGSLLLDE 122
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
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NTDB id 216100 BZG29 RS25165 WP 077408506.1 VDDLPLAMQVKLLRVLQEHRVRKLGGSTDEAVDVRILCASQHGLTRGVAAGTFRQDLFYRLNVIELALPPLRERRGDLQV 202
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NTDB id 216100 BZG29 RS25165 WP 077408506.1 LCEVILARLSPHRAV...SLAPPVLAALAAYAFPGNVRELENVLERALAFADGGVIALDGLALPSAAGNVPLRAAPAMPA 279
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
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NTDB id 216100 BZG29 RS25165 WP 077408506.1 VLERQLCLPGMAAYGVANVLPLDVYLRQAERDMIMLALVQARYHRARAARQLGLSVRQLRYRMQKLTIQEALFDECMDDR 359
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .I..QTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV.... 473
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