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NTDB id 216063 BXU06 RS00880 WP 077296075.1 MFSFFKKKPKAEDLAPPAPA..PAAADIE...............PAAPA......................SAAAPATPS 41
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**!*! ! *!** * *** !! *!**************** !* ********************** ! ! *
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NTDB id 216063 BXU06 RS00880 WP 077296075.1 APPASVA.....PAASAAPSVPAVSAEPVAEAPRKASWTDRLKAGLSKTRDKLGKSLAGLFGGGKIDEDLYEELETVLLT 116
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus ** ! ******! * ** !* ! * **! ! !!! !! !*!!!**!!!!!*!!!! ! !!!!!!!!!!!*!
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KPLDVLTPESGTHKEQPCFVIMLAGI
VNGAGKTTS IGKLAKY

NTDB id 216063 BXU06 RS00880 WP 077296075.1 ADMGVPATTHLLKEVRERVTLRGLKDGSELKGALKESLTELIAPLQIPLDT.SGHQPCVIMLAGVNGAGKTTSIGKLAKY 195
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *!!!**!! *!*!*!! !!*!*!!!!! !!*!!!!! ! *!! !! !! * * !*!!!!!!*!!!!!!!!!!!!!!!

logo FQALQGKSVLLAAGDTFRAAAREQLMQAWGEGRNNVTVI STQQTGTGDSAAVCFYDAI
VQAAKVARGKIDIVLADTAGRLPTQLHLMEE I

NTDB id 216063 BXU06 RS00880 WP 077296075.1 FQLQGKSVLLAAGDTFRAAAREQLMAWGERNNVTVITQQGGDSAAVCYDAIQAAVARKIDIVLADTAGRLPTQLHLMEEI 275
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!*! !!!!!!!*!!*!!! !! !!!!!!!!!!!!!!!!!!!!!!

logo

K
RKVKRVI

L
D
QKAI

LPGAPHE I
V I LVVLDANIGQNALVMNQVKRAFDDALGKLTGL I LVTKLDGTAKGGI

V
I
LAAI

LARSDEHRP I
VPLVRFYIGVGEGI

L

NTDB id 216063 BXU06 RS00880 WP 077296075.1 RKVKRVIDKALPGAPHEVILVLDANIGQNALMQVRAFDDALKLTGLILTKLDGTAKGGVIAAIAREHPIPLRFIGVGEGL 355
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus *!!!!!* !!*!!!!!!*!*!!!!!!!!!!* !!*!!!!!! !!!!!*!!!!!!!!!!**!!*! **!*!*!*!!!!!!*

logo DDLRPFDSARADFYVDALFLD
NTDB id 216063 BXU06 RS00880 WP 077296075.1 DDLRPFSARDYVDALFD 372
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus !!!!!! !! *!!!! !
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