
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SANESDRKLALSLAEAALREGEFLQVLDLEYDTATDSKVT
NTDB id 21600 NMB RS04610 WP 002244085.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGELQVLDLEYDTDSKVT 85
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTADSKVT 85
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!

logo FSENCEGKGLCATAVNVRTNNNDGNEEAVFDGNIVVQGKTPTVEAVKRSCPAKNSGKNSTDGLC IDKNKQGMVEYEKKGTGRNSVSKMPRYI I EYLGEVK
NTDB id 21600 NMB RS04610 WP 002244085.1 FSENCGKGLCAAVNVRTNN.DNEEAFDNIVVQGKPTVEAVKRSCPAN....STDLCIDKKGMEYKKGTRSVSKMPRYIIEYLGVK 165
NTDB id 1139 NGFG RS02435 WP 003687918.1 FSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMPRYIIEYLGEK 170
consensus !!!!! !!!! !!!!!!!!* !!! ! !!!!!! !!!!!!!!!!!! ****!! !!!! !*!! !!! !!!!!!!!!!!!! !

logo NGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 21600 NMB RS04610 WP 002244085.1 NGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 197
NTDB id 1139 NGFG RS02435 WP 003687918.1 NNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus ! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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