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MNKTLKRQVFRHTALYAAI LMFSHTGGGGAMAQTHKYAI IMNERKNQLPEVKGWKNGQYNSQTSAI
LKDKDGRERKTF ISHYNTKSDQKRGNKFGI

NTDB id 215946 BZG33 RS00325 WP 025455759.1 ........................................MNERKQPEVKWKGQYNQSALKDKGRERTFSHTSQKNKFGI 40
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYST..IKDKDRERKFIYNKDRG.... 74
consensus ****************************************!!!! !*!!! !!! ***!!! !!! ! * * ****
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NTDB id 215946 BZG33 RS00325 WP 025455759.1 TSNFISFNNNDELVSQQSGTAVFGTATYLPPYGKVSGFDTAELNKRGNAVNWIHTTRPGLAGYGYDGIRCGSAQDCPKLT 120
NTDB id 1090 CAA90909.1 1..3114( ) GGGSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLV 153
consensus * ! ! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !*!! !!! !!!!! *!!!!!*! * ! !** !! !

logo YEKTKRFSFDGNI
P
G
NLAVKNTARGGSLDRHPTDEPSRENSP IYKLKDHPWLGVSFNLGGSEGNTAVKDGKRSFSNSKL IVSSFDSEGNNSNNSNQNTI

LVSYT
NTDB id 215946 BZG33 RS00325 WP 025455759.1 YKTRFSFDNPNLVKTRGGLDRHTEPSRENSPIYKLKDHPWLGVSFNLGGEGTAKDGRSSSKLVSSFDENNSNSNQNLVYT 200
NTDB id 1090 CAA90909.1 1..3114( ) YETKFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVST 231
consensus ! !*!!!! * ! ! ! !!!!**!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!*! !!*!!! ! !** !! *! !

logo TERGHRS I SLGSDNWKQREHTTAMAYYLNAKLHLLDKKGQI EDNIAPQGKTVDRLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGLLNFWASKTWDKI EKDKNGNQIPT
NTDB id 215946 BZG33 RS00325 WP 025455759.1 TEGHRISLGNWQRETTAMAYYLNAKLHLLDKKQIENIAPGKTVRLGVLKPSIDVKTQNTGLSGLLNFWSKWDIKDNGQIP 280
NTDB id 1090 CAA90909.1 1..3114( ) TRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNIT 308
consensus ! !! !!! ! !!*!!!!!!!!!!!!!!!!! !! !!*!!!! !! !*! ** *** !!!!! ! ! ! !*!*

logo VKRLGLPEQVKAGRC I
VNKAPNPNKPNATKAPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKQTDPAGKRPGRH

NTDB id 215946 BZG33 RS00325 WP 025455759.1 VKLGLPQVKAGRCINKPNPNKNTKAPSPALTAPALWFGPVQNGKVQMYSASVSTYPGSSSSRIFLQELKTQTDPARPGRH 360
NTDB id 1090 CAA90909.1 1..3114( ) VRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRH 388
consensus !*!!!! !!!!!!*!!*!!!*! !!!!!!!!!!!!!!!!! !! !!!!!!!!!! !!!!!!*!! !! !!!**!!!!

logo SLAEATLDTETNQDNIKSREPNFNTGSRQTI
V IRLNPGGVRYEKIKNLPDVKRNGNGTERVAVGNFNGNDGKNNDTFGIVYKDLRGLVETPDEATDSEWKSEKVLLPWTAVR

NTDB id 215946 BZG33 RS00325 WP 025455759.1 SLAALDTQNIKSREPNFNSRQTVIRLPGGVYKINPVKNGGRVAGFNGNDGKNDTFGIYKDRLVTPEADEWSEVLLPWTAR 440
NTDB id 1090 CAA90909.1 1..3114( ) SLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVR 468
consensus !! ! * !!!!!!!! !!!*!!!*!!! ! * *! ! !!!!!! !!!!!! !! ! !* !! !!!!!! !
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KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR I
SRTKEDDNNDKGKEPRDNLGDIVNSP ITVAVGEGYLATSANDGMVHI FKKQSTGGTDEKRS

NTDB id 215946 BZG33 RS00325 WP 025455759.1 YYGNDDIFKTFNQPNNKKQSDKKQYSQKYRIRTKEDDNDKPRDLGDIVNSPITAVGGYLATSANDGMVHIFKKTGTDERS 520
NTDB id 1090 CAA90909.1 1..3114( ) GFADDNKFKAFNKEENN..DNKPKYSQKYRSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRS 543
consensus ** ! !! !! * ! ** !* !!!!!! !***! ! *! !!!!!!!!! !!! !!!!!!!!!!!!!!! *! ! !!



logo YENLKLSYIPGTMEPRKDI EQNQTDESTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKS IVDTDNDLQDNGRQKNHRFVFMFGAMGFLGGRGAYALDL
NTDB id 215946 BZG33 RS00325 WP 025455759.1 YELKLSYIPGTMERKDIENQDSTLAKELRTFAEKGYVGDRYGVDGGFVLRSITDDQDRQKHFFMFGAMGLGGRGAYALDL 600
NTDB id 1090 CAA90909.1 1..3114( ) YNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDL 622
consensus ! !!!!!!!!!!*!!!! ! *!!!!!**!!!!!!!!!!!!!!!!!!!!!! * * ! * !!!!!!! !!!!!!!!!!

logo

S
TKAIDGSDNPTVAGVSLMFDVKQDNENGSNNGKNNGRVEKLGYTVGTPQIGKTHQDNGKYAAFLASGYAATKEQIAITSGQDENKTALYVYDLEGNGSTGN

NTDB id 215946 BZG33 RS00325 WP 025455759.1 SKID.SNPVGVSMFDVQNES..KNNGVKLGYTVGTPQIGKTQNGKYAAFLASGYAAKQIA.SQENKTALYVYDL.GNGSG 675
NTDB id 1090 CAA90909.1 1..3114( ) TKADGSDPTAVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTN 702
consensus *! !*! ! *!!*!!! ** !! ! !!!!!!!!!!!!!* !!!!!!!!!!!! ! ! *! *!!!!!!!!!!*!!!*

logo

N
SL IKKI EVPQGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDQDKPQSEQWSTVRTI FEQGTKP ITSAPAI

VSQRLAKDKRV
NTDB id 215946 BZG33 RS00325 WP 025455759.1 SLIKKIEVQGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDKPSEWTVRTIFQGTKPITSAPAVSRLADKRV 755
NTDB id 1090 CAA90909.1 1..3114( ) NLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRV 782
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !*!!!!! !!!!!!!!!!*! ! !!!!

logo VI FGTGSDLSEEDVDVGNKMDEEQQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLEQTVLRTKRDENDNKNTLFLSTDNNYKARSDGGSGNGNKGWVVKR
NTDB id 215946 BZG33 RS00325 WP 025455759.1 VIFGTGSDLSEEDVVGKDQQYIYGIFDDDKGTGTVKVTVQNGTGGGLLEQTLTKE..NNTLFLSNNKASGGSNGKGWVVR 833
NTDB id 1090 CAA90909.1 1..3114( ) VIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVK 860
consensus !!!!!!!!!!!!!! * !!!!!!!!!! *! ** *!!!!!!! ! ****! !!!!* ! ! !! !!!!!*

logo LKRDEGEQRVTVKPTVVLRTAFVTIHRKSYTGNTDKCGAEQTAI LG INTADGGAKLTKPKRSARP IVPDEAHDNTASVAQYSGHKKGTATDNGKS IVP
NTDB id 215946 BZG33 RS00325 WP 025455759.1 LREGERVTVKPTVVLRTAFVTIRSYTGNDKCGAQTAILGINTADGGALTPRSARPIVPDHD.SVAQYSGHKKTADGKSVP 912
NTDB id 1090 CAA90909.1 1..3114( ) LKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIP 940
consensus !**! !!!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!!!!!** * !!!!!!!!! !!!*!

logo IGCMQWKNSGNEKI
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VCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI
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A
EGKKRPSAGKRNNRCFSGQKGVRTLLMNDLDSLDI

NTDB id 215946 BZG33 RS00325 WP 025455759.1 IGCMWKNGKTACPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDLDSLDI 992
NTDB id 1090 CAA90909.1 1..3114( ) IGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDI 1020
consensus !!!! ! !!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!!!!!!
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logo TGPMTCGI
MKR I

LSWREVFFYO
NTDB id 215946 BZG33 RS00325 WP 025455759.1 TGPMCGIKRLSWREVFF. 1009
NTDB id 1090 CAA90909.1 1..3114( ) TGPTCGMKRISWREVFY* 1037
consensus !!! !!*!!*!!!!!!*
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X ≥ 50% conserved


