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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 215908 BST95 RS18350 WP 084200864.1 ..MAAQSVLIVDDEPDIRELLDITLSRMGLETHSAASLGEAQARISEVVPDLCLTDMKLPDGNGISLVEYIQRDFPQMPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 215908 BST95 RS18350 WP 084200864.1 AMITAHGSVETAISALKAGAFDFISKPIELETLRNLVNSALQLEGDT..SRADSAVDHDLIGSAPSVERLRKQIIKLARS 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARS 155
consensus !**!!*!****!! !!!!!!!!!**!!*** !**!***!!** * * *** ** !*! **** !! *! !*!!!

logo QAPVFHYVIRSTGESGTSGKELVVANRLVIHENRLNQSGNPRAISAERGSPF IVPAI
VNCGAIPPSTDELMESEFLFGHVKKGSFTGAI

T
E
Q
SDKPQGL IFLQSAAAHSGGSTLFLDE

NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 215908 BST95 RS18350 WP 084200864.1 QAPVHIRGESGSGKEVVARLIHNNGPRAAGSFVAVNCGAIPPDLMESELFGHVKGSFTGATSDKPGLFQAAAGGTLFLDE 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 215908 BST95 RS18350 WP 084200864.1 VADLPLGMQVKLLRAIQEKSVRPVGASEEQPTDVRLLSATHKNLAAEVEVGRFRNDLYYRINVIDVQVPSLRERREDLPA 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 215908 BST95 RS18350 WP 084200864.1 LAKTILGRISSEEGTAKATLDASALDALASYDFPGNVRELENVLERAFALSDSGTITGDDLQFPSNAPVMRSPGTRTR.. 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA......PGASQE.. 387
consensus !! ** ** * *** * !** ! * ! ** !!!!!!!!*!**!!!**!*****! *! * * !***
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LDDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQA...VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 215908 BST95 RS18350 WP 084200864.1 ...KTDRPGSEIWNISDADGDLEGFLEDIERKVLSSALEENRWNRTAAAKQLGISFRSLRYRLKKLGLDD...... 461
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...G.....A...ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * * * !! *!!*!!******!!****!!!!*!!**!!**!!!*!!!!!!*!*!
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