logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1

215875 BWP33 RS11885 WP 002642749.

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1

1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1

215875 BWP33 RS11885 WP 002642749.

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1

215875 BWP33 RS11885 WP 002642749.

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1

1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1

215875 BWP33 RS11885 WP 002642749.

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1

1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1

215875 BWP33 RS11885 WP 002642749.

1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1

1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

1

1

1

1

1

QLT

wéEKRA IoleEMLE

. TR LAY AL s %éASi@ﬁ. RAGALEN

*kkkk | | BRI * K Kok | K K K K K K K K

CE0 LR E LTV R R sl TN Rl

ok Lo x|

ok Dok Dotk |okok |

D

*ork Lkl Lk

IR JLAE L

3 Poeskrskok b LT *ok | koK

N

ko %

el

ok |1k |

)

L

TN

M

¥ Uk L Dok x|

RAE ) D

AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS .....
AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLONTGAS S

¥rd e brr b 1T ek ENEEEREE *

UL o o e

i I QSIRADWEINQELDLFSAP

STDL

NI 1 DKok ok Kok

e (..o A
55§ é!s g@Qk L EAKRNK VNKPTE I HEEEL é £ | VDNFVD NES KQl AEV = EQ Il ¥
................................ DEEELPF................PQ IHA N V{eIN ATPVD INNSRTNI|ZV
STELSTKQSUSDFVPIELIFKIKRNKPVNKPTPITPTLLIFVBEIVDNFVDNSVNESTKSNESN AULEN IVHPDE INEXKTNIIHT
IBEKRITAVARWNSDQLSLIZE® . . . ... ......... KMP S E| S IRANARAYEGRITI.D MGFDPVHPDVLAGQLAMPA
IBEKRITANARWASDQLSLIZE®. . . ... ......... KMP S E| . IR CGN I I.D MGFDPVHPDVLAGQLAMPA
IBBTGRRAVAORWNY . . APPIZAM. . . ... ......... KMP S E[¢ 3. NIy RUGETI.D MGFDPVHPDVLAGQLAMPA
I TGRRT\ARWY . APPPA ............... KMP S E{¢ 3. LNl IGETI.D MGFDP HPDVLAGQLAMPA

* % * % ok k K ok Dokokok Dokokokokokok Dok Dkokokokok | %

152
1563
155
155
155
155

232
233
235
235
235
235

308
313
310
310
310
310

340
393
368
368
366
366



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1399 DSB67 RS15600 WP 010645755.1
215875 BWP33 RS11885 WP 002642749.1
1094 KZH42 RS01320 WP 002224767.1
1089 NMB RS00600 WP 002224767.1
1122 0K783 RS09595 WP 003705341.1
1120 NGFG RS10355 WP 020997408.1

consensus

(D fhel L FLELO S\l YRR

YANLLEMELIGR VIUAIWAGGRY QR iy
ADLYAALLELELDGSVAAMPGGRYQRIRT]

ADLYAALLELELDGSVAAMPGGRYQRIRT
ADLYAALLELELDGSVAAMPGGRYQRIRT
ADLYAALLELELDGSVAAMPGGRYQRIRT
skokorok DL P b o P | * ok %

X non conserved
B similar
>50% conserved

369
421
397
397
395
395



