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NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDT.PSNIVQYSTEQLQLLG.LTAKQLQAWSQVDK......EVDACLTW 72
NTDB id 215875 BWP33 RS11885 WP 002642749.1 ...MTDSDRYAWIQLALTPYIGADSFLLLIQHFGDAQAALRAPSDVIQQIVIKGKQAAQTWYDTT...PARAATDAALQW 74
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAAL.IRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAAL.IRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPA.VRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPA.VRHKHALEAWRNAEKRALARQAAEAALEW 76
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
NTDB id 215875 BWP33 RS11885 WP 002642749.1 EQQDG.CRLLLLGDADYPTMLTEGITPPPLLFVRGDVSLLQHQAVAMVGSRHATPQAMRIAHNFAHALSEQGITVISGMA 153
NTDB id 1094 KZH42 RS01320 WP 002224767.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1089 NMB RS00600 WP 002224767.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1122 OK783 RS09595 WP 003705341.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 215875 BWP33 RS11885 WP 002642749.1 SGIDTAAHTGALAFSGSTIAIWGTGIDRIYPNENKKLAYQIAEKGLIVSEFPLGTRPMAGNFPRRNRLIAAQARVTLVVE 233
NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLDLFSAPI.... 308
NTDB id 215875 BWP33 RS11885 WP 002642749.1 AALKSGSLITARLAADMGREVMAIPSSIDNPHAKGCHKLIKDGAKLVECVEDIINECPILLSTGIFRQPERLSTALSTDL 313
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.....YSINKGI 310
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.....YSINKGI 310
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.....YSINKDT 310
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.....YSINKDT 310
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 ................................DEEELPF................PQLLANVGNEATPVDILASRTNIPV 340
NTDB id 215875 BWP33 RS11885 WP 002642749.1 STELSTKQSTDFVPIELPKIKRNKPVNKPTPITPTLLPVDEIVDNFVDNSVNESTKSVLNAMGNEIVHPDFIAEKTNIPT 393
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PEKRITAVQTASDQLSLPEG...............KMPSEK.......TENRPVGGSILDRMGFDPVHPDVLAGQLAMPA 368
NTDB id 1089 NMB RS00600 WP 002224767.1 PEKRITAVQTASDQLSLPEG...............KMPSEK.......TENRPVGGSILDRMGFDPVHPDVLAGQLAMPA 368
NTDB id 1122 OK783 RS09595 WP 003705341.1 PDTGRRAVQTAY..APPPAA...............KMPSEG.......AAGGTAVGGILDKMGFDPVHPDVLAGQLAMPA 366
NTDB id 1120 NGFG RS10355 WP 020997408.1 PDTGRRTVQTAY..APPPAA...............KMPSEG.......AAGGTAVGGILDKMGFDPIHPDVLAGQLAMPA 366
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 QEVMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 215875 BWP33 RS11885 WP 002642749.1 DEIYAILLECELAGWVMATAGGRYQRTT. 421
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ADLYAALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 1089 NMB RS00600 WP 002224767.1 ADLYAALLELELDGSVAAMPGGRYQRIRT 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 ADLYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 ADLYAALLELELDGSVAAMPGGRYQRIRT 395
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