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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQT 65
NTDB id 215869 BWP33 RS07165 WP 002642455.1 MSKVHIPPVNEEMKKFIHNLLTHMFKNKGSDLFITAGYPPAMKLDGKLTKITDKPLTAEHTEQIARSIMDDKQAEEFFGT 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ..............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTEN 66
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIET 66
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ..............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ..............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEF 66
NTDB id 1307 DR RS10055 WP 010888596.1 ..........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEK 70
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 REANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTG 143
NTDB id 215869 BWP33 RS07165 WP 002642455.1 NECNFAISLAG.VSRFRVNAMVQRGAAALVCRVITSDIPKFDNMNLPPILKQVVMEKRGLVIFVGGTGSGKSTSLAAMID 159
NTDB id 1203 PSJM300 01605 AFN76401.1 HECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIG 145
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQ 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVID 145
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVID 145
NTDB id 1307 DR RS10055 WP 010888596.1 RELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMID 149
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 YRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCM 223
NTDB id 215869 BWP33 RS07165 WP 002642455.1 YRNANSYGHIITIEDPIEFVHPHQNCIITQREVGVDTADWFAALKNTLRQAPDVILIGEIRDRETMDYALAFAETGHLCM 239
NTDB id 1203 PSJM300 01605 AFN76401.1 YRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCL 225
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVF 226
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVF 225
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVF 225
NTDB id 1307 DR RS10055 WP 010888596.1 HINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVM 229
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKAT 303
NTDB id 215869 BWP33 RS07165 WP 002642455.1 ATLHANNSNQALDRIINFFPEERRSQLLNDLSLNLKGFISQRLIPKAEGKGRVAAVEVLLNSPLISELILRGDIHAVKEI 319
NTDB id 1203 PSJM300 01605 AFN76401.1 ATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGL 305
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKEL 306
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSS 304
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSS 304
NTDB id 1307 DR RS10055 WP 010888596.1 GTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSV 309
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 MARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGS...GSL.QNVKID......ME..... 368
NTDB id 215869 BWP33 RS07165 WP 002642455.1 MAKSRDIGMQTFDQSLFDLYEENLITYEEALKNADSVNDLRLQIQLNSKKNKTAGSDGVL.DNLFLTDYE...EPEDGTK 395
NTDB id 1203 PSJM300 01605 AFN76401.1 MKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS..QGLTLE......MSDDDPG 377
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERM.SEMERK......MTFDGQR 379
NTDB id 1283 ACE17W RS02630 WP 010947729.1 IQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF........................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 IQTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF........................................ 344
NTDB id 1307 DR RS10055 WP 010888596.1 MQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLA...NDASAGLGGASMTPAAPPVPAYNSASSSSTGRG 386
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................ 368
NTDB id 215869 BWP33 RS07165 WP 002642455.1 KK.............................. 397
NTDB id 1203 PSJM300 01605 AFN76401.1 RSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNLK............................ 383
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................ 344
NTDB id 1307 DR RS10055 WP 010888596.1 GDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
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