
logo MKKFI LFLSTVVSVLVGALALSGACAATNQSGKTAIVSDKDAQITQNDWTSAVDEQKLYSAEARQNDELNSGSNYTRATVKLYELI LREASRQFPETGSRYHI
A
E
Q
RQSLQLDTA

NTDB id 215866 BWP33 RS06645 WP 040629223.1 MKKFLFSVVVVAALSGCAANQSKISKDAQITQNWTADQLYSEARNELNSGNYTRATKLYELLRARQPEGRYIEQSLLDTA 80
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACAT.QGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA 79
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACAT.QGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTA 79
consensus !!!*!**!****!!!*!!* !****!!!!!!!*!****!!*!!**!!!!*!!!!!*!!!!*!**!*!**!** !!*!!!!

logo YAQYYKNDEDEPKEDKAL IAALIADERFKRQRNLYHPAQSHRPDNMDYALYLKRGLVLFANEEDQSFLRNKLASQDWASDRDPAKSANRKEAYYQAFEAELVKQKRYFPTN
NTDB id 215866 BWP33 RS06645 WP 040629223.1 YAQYKNEEPEKALIALARFKQNYPASRDMDYALYLKGLVLFAEEQSFLRKLASQDWADRDPASNRKAYYAFEELVKKYPT 160
NTDB id 1102 NMB RS03635 WP 002244053.1 YAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
NTDB id 1106 NGFG RS01495 WP 003687645.1 YAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
consensus !!*!!**!**!!!*!**!!****!****!!!!!!!*!!!!!*!*!!!!*!!!!!!!*!!!!**!!*!!*!!*!!!***!*

logo SKYAADATKARMAVKLVDALGGHNE I
M
A
S
I
VARYYAMKRGAYVIAANANRAKQRKVI I EGNSFYQNTRFYVEESLAIML IEFLTAYKKMLDKPQRLAEADVTRQR

NTDB id 215866 BWP33 RS06645 WP 040629223.1 SKYAADATKRMAKLVDALGGHEIAIARYYAKRGAYVAANNRAQRVIENFQNTRFVEESLAIMIFTYKKMDKPRLAEDVRQ 240
NTDB id 1102 NMB RS03635 WP 002244053.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRR 239
NTDB id 1106 NGFG RS01495 WP 003687645.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRR 239
consensus !!!!!!!!*!!*!!!!!!!!*!***!!!!*!!!!!*!!*!!!***!***!!!!*!!!!!!!****!!!*!!!*!!*!*!*

logo VLQEHTNFPNKSPYFLKQTHKQAGPWQRVAPSDDMPWWRYWKH
NTDB id 215866 BWP33 RS06645 WP 040629223.1 VLQHNFPNSPYLQKGWVADDMPWWRYWK 268
NTDB id 1102 NMB RS03635 WP 002244053.1 VLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 VLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus !!**!!!*!!*! *! !!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


