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NTDB id 215861 BWP33 RS03410 WP 002642908.1 MLHLYQSNRLEDLAEMLATLHAVQPVPSSFAPEQIVVQSQGMRRFINQYLAKKQGIAANIQFSLPAGFSFRLMRETMPDT 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! *!!!!!!!! !! * ! ** ! !*** !!!!!!!!!!!!!**! *!!* !*!!!* !!!!!! ***!!* *!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 PELNPFDTEVMRWRLLDLFQSDEFQQ.DEFQAARTVLHTYLQNGDYAAYQLAGQLADVFDQYLVYRPNWIETWHKGQLVD 159
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRIL. 159
consensus !!! !! *!!!!!!!!!!! ! !!!** !! ! !!* !! !* ! !!!!!!!!!*!!!!!!!!!*!!* !* ! ***

logo GLGSDDEEQIWQASKPLWRYLDDGRQSTAPHRVAQLWEYKNLLMANAI LDKNPPDKWLPERFYFVFGIASTLMAPMYLEQLLHIKRLSEKHMCRDEVFHI
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 GLSDEQIWQAPLWRYLDDGRQTAPHRVQLWYNLMNILDNPPDWLPERFFVFGIATLAPMYLELLIRLSKMREVHIFALNP 239
NTDB id 1133 OK783 RS06970 WP 010951252.1 GLGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDK..DKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNP 237
consensus !! !* !!! *!!!!!!!!!!*!!!!! !! !* !! **! !!!!*!!!!! !*!!!!! !!**!! ***!**!!!!!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 SAEYWGQVIEPSQILDKSEILDLSLQGHPLLASLGKQGRDFFDALAEADVAVDVSAYDDEYFSGSLLHQLQRDIQTQTLP 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 SGMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEG.GRDTLLHALQTDIQNLKMP 316
consensus !* *!!*!!!* !!! *!!* !!!!!!!!!!!!!!!!! ! ! ** * * *** * *!!! !! !!! *!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 ENSQWREINQTDSENSLDYLKHHDRSIQIHSAHSPLRELQILKDQLLELLDKNPNWRPHDIAVLTPHIEPYAPYLQAVFG 399
NTDB id 1133 OK783 RS06970 WP 010951252.1 SE.............NVGSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFG 383
consensus ************* * * **! !!*!*!!!!!!!!!!!!!! !! *!* *! ! !!!!!!!!!*!!!! !** !!!!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 QETGSGQALPYSLSDVKLSRQQPFLYALEQVLDLLTSRFEVDKLLGVLDNEIILQKFDLTKKDLPLIHDTVAKLNIHWGA 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 QAQPGAQALPYSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGL 463
consensus ! * *!!!!!!*!!!!*!! !!! !!!!*! !!! !!!!! !*!**!* **! *! !! !!!!*!! !! !!*!!!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 NSEQRAQFGDRQRLFTWQQGLERIVLGWMLPENTRQSLWQGMSPWYTRPDYLEILSKFVLLIRVLTKSQQKWQKPADVAI 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 DGEMR...GGTDQLFTWKQAADRMILGWMLPEGG.NPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGE 539
consensus ! !***! !!!! !* *!**!!!!!!! ****!! *!*!! * * *! * !* ! !! !*
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 WTERLRELVNQLFLPNDEDRDVIQKLEQSLSEWIAESELAHFHHNLSPEVVIQHIKRFLNQSDEAGFLRGGITFCGMVPM 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 WVARCRDLLETLFQAGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPM 619
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 RSLPFKVIALIGLNDGDFPRNTKAASFDLIAKHPKKGDRARRDDDRYLFLEALFSARDVLYLSFVGKDIRTDEVRAPSTL 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 RSLPFKVICLLGLNDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSL 699
consensus !!!!!!!!*!*!!!!!!!!!!!!!! !!!*!!!! !!!!!!!!!!!!!!!!!! !!!**!!!!**!*!!! !! !*!*!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 LNELVDCVADMAGVSSGLLLSEWVVAHPLQAFSRQYFISNKSDNLIKSVNYNELISSRTDYADALNQPVKPLGDFFRQPE 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGELIDTVAAMTGTNSRQLAQNWIEQHPLQAFSRRYFQEGGRS........DGIFGTRTDYAAALGQTPEPPQPFFDQPV 771
consensus ! !!*!*!! ! ! ! ! !* !!!!!!!! !! ******** * *!!!!! !! !** !* *!! !!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 KLIHQSDELIEQNSFIQFWRNPIRSYLRDSLNWQPPYLHMEWDAKEPFEPTKIRLLSDAYVLARRKNQSFEELAQELTAQ 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 ENAEPV.AEIGQDEFIRFWRNPVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAE 849
consensus ** * ! ! !! !!!!!** *! * ! ! *!*** !** !!!!! * * * !* !!! ! ! ! * !
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 SLLPTGVLGKLVQRDFAAQAAMLDGELLHSPALAERSGMLHMESGSLNYRLNHLTQCGQMIYASQFLRESNEHGKLSASD 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 SLLPSGELGKLWQQSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAY.........GKPNAPQ 920
consensus !!!!*! !!!! ! ! ! *! *!*!! !** * * * ! ! *! !!!* !! *********!!* !*
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 KIELILQHLIFCAATPDNQTQTENRQTYLIQLPDVLTFPAVSQDEALTILNIWIKYYKQGINSPLPFFPRVQLAAANKLF 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 RVAFLLEHLIFCAVMPSE...AETRQTFIVQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFA 997
consensus ** *! !!!!!! ! *** ! !!!***! ** * * !! !! *! !* ** ! ! !!!!!** !!!!
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 DPKTGQLNREAAIKKAAEIYHKGYQGFAQEDYPEVKLVYGRNPDAEPPYLSDEFINLTIDLFENLQGSLKALEGKLENDE 1119
NTDB id 1133 OK783 RS06970 WP 010951252.1 QK....QDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFGNASQNP..LE........QPLFENLARLLADTLAAAEKRE 1063
consensus ***** !!!*!!! !* *! !!*!! !!*! * *** ******** *!!!!! ! * ! !
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NTDB id 215861 BWP33 RS03410 WP 002642908.1 VEQ.. 1122
NTDB id 1133 OK783 RS06970 WP 010951252.1 GTGAA 1068
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