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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQE.NGIAA....... 69
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NTDB id 1424 RS RS02795 WP 011000517.1 ........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TAAGGGTLALVPT...AAGTALPVS.SAPSGPIMWTC 138
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S....SCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTKAKGANITLTPT..............YASGAVTWKC 132
NTDB id 1274 LPP RS09530 WP 011214168.1 V.............SPAATPNVASI..AIGA..NGVITITY.TAAAGGGTIVMTPT...L..........QANGDVTWTC 120
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.............SPAATPNVQSI..AIGA..NGVITITY.TAAAGGGTIIMTPT...L..........QANGDVTWTC 120
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