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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 215755 PspS49 RS21650 WP 160041422.1 MRTGMMALAVGLLAPVFMPALPPVWLMLLLPVTALMLLPFRS............YPLAIFLLGFTWASVGAQWALNDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 215755 PspS49 RS21650 WP 160041422.1 AELDGETRWLEGRVVGLPQNGDGVVRFELADAR.SRHEKLPSLMRLAWYAG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 215755 PspS49 RS21650 WP 160041422.1 RLAVKLKRPGGLLNPDAFDYEAWLLAQRIGATGTIKDGQRLSEA..............RWAWRDSIRQRLLAVDAHG.RA 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 215755 PspS49 RS21650 WP 160041422.1 GALAALVLGDGSGLSREDWQILQDTGTVHLLVISGQHIGLLAAVMYWLVA.......GLARFGLW..PLRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 215755 PspS49 RS21650 WP 160041422.1 AFTAALGYALLAGFDVPVQRACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLLDPLASLRPGLWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 215755 PspS49 RS21650 WP 160041422.1 .......R.......LGAWRWWQTWTRAQWLIAIGLCPVLLALNLPISLSGPLANLLAVPWVSLVVLPPALLGTMLLPIP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 215755 PspS49 RS21650 WP 160041422.1 CVGEGLLWLAGGLIDGLFRALAIMAGHWPAWIAPSIPAWFLAAGGLGAVLLLLPRGVP...MRPLGWPLLLLLVVPPRER 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 215755 PspS49 RS21650 WP 160041422.1 LDEGLADIWQLDVGQGLAILIRTRHHTLLYDAGPRFGDF.DLGERVVLPALRKLRVEKLDLMLLSHADADHAGGALAITR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 215755 PspS49 RS21650 WP 160041422.1 GLTVDRVISGDPPGLPE.......ALSAEACESGRQWQWDGVAFQLWQWA......DARDSNQRSCVLQIEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 215755 PspS49 RS21650 WP 160041422.1 GDIDTHAERALLD..SPLAVPTPWLQSPHHGSRSSSSMALLKVLQPAAVLISRGQGNSFGHPHPTVLARYRKQGLRIYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 215755 PspS49 RS21650 WP 160041422.1 AEQGAIQVQLGT..FAPPRTMRHQRRFWRDPPALAR............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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