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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAP.VWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 215729 PspS35 RS17350 WP 238785881.1 MKTGMFALALGLLALRFLPALPATGWLIATLVLA......LMLLPF...R....TYPLAFFLLGLGWACISAQWALNDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVG......LLLLPF...R....WRPLAFFLFGLVWACLNAQWALDDRL 67
consensus !*********!***!***!*!* *!**!** ** !***** ! *!!*** !**!*** !!**! **!

logo

A
P
S

V
P
A
D
K

W
L
E
DGKQRDTFIRRWALTEGQRVVATVEGLPDEQQRVRTAEGTDAGVTVRFLEFLAER I

D
E
I
S

H
R
S

SAD
S

A
R
G
H
N

A
D
G

A
G
Q

V
LPKPSRVIRVLASWHYGLRSWHERQREAEAATDRRAGI

GPADE I
L
V

Q
R
P
SGQEYR

NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 215729 PspS35 RS17350 WP 238785881.1 SPKLDGQTRWLEGRVVGLPQQTATGVRFELADSR.ARNGQLPKRIRVSWHG....................GPAVRSGEY 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 215729 PspS35 RS17350 WP 238785881.1 WRLAVTLKRPSGLLNFHGFDYEAWLLAQRIGATGSVKDGERLAPA..............RHAWRDAVRQRLMAVDANGR. 191
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR. 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 215729 PspS35 RS17350 WP 238785881.1 EAGLAALVLGDGSGLAADDWQVLQDTGTVHLMVISGQHIGLLAGLIYGLVALLARYGYWPSIW.........PWLPCACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRL.........PWLPWACG 264
consensus *****!!!*!!*!!** *!! ****!!**!!**!!!*!****!!!*******!*!***** ** !*** ***

logo

A
LAMFAGAAFLAGYCGW

LLAGMFEGVPAVRQRTALC I
LML

V
G
A
I
L
TVALVLAWRLARDFRSHVLPGFVSWW

L
S
PLCL ILWAALANVLGVAL ILML

VDPW
LAVSMLSQAPGGFWLSFAGVAVALVI

L
F
I
V

W
L
I
A
A
F
G
R

NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 215729 PspS35 RS17350 WP 238785881.1 LAFAAALGYGLLAGFGVPVQRACIMVGLVLLWRLRFRHLGFWWPLLLALNGVLILDPLASLQPGFWLSFAAVAVLVLAFG 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PE 478
NTDB id 215729 PspS35 RS17350 WP 238785881.1 GRL..............GPWSTWQVWTRPQWVIAIGLFPLLLMLGLPISITAPLANLIAVPWISLVVLPLALLGTALLAV 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GRL..............GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 215729 PspS35 RS17350 WP 238785881.1 PLLGEGVLWLAGGALDGLFRGLAWLAGQVPAWTPTEVPLGYWLGSLLGAGLLLLPKGVP...FRPLGWPLLLLAVFPAQE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 215729 PspS35 RS17350 WP 238785881.1 PVPHGQAQVVQLDVGQGQALILRTRHHTLLYDAGLRSGAV.DLGERVVLPALKKLGVRGLDIMLLSHADADHAGGATAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 215729 PspS35 RS17350 WP 238785881.1 RGLPVKRVVGGETEGL.......PALLGTQPCTSGERWVWDGVSFELWQWA......DAIDGNPKSCVLQVQANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 215729 PspS35 RS17350 WP 238785881.1 TADIDRAAERAFLDSS..LAVRTDWLQAPHHGSRSSSSWPFLQRLAPTSVLISRGRGNAFGHPHPQVMGRYQALGSQIYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 215729 PspS35 RS17350 WP 238785881.1 SAEQGAVRVQLG..AFLPPTVARGQRRFWREALP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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