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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 215643 PspR84 RS21225 WP 160059024.1 MRTGMMALAVGLLAPVFMPALPPVWLMLLLPVAALMLLPFRS............YPLAFLLLGFTWSCVSAQWALNDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 215643 PspR84 RS21225 WP 160059024.1 TELDGETRWLEGRVIGLPQSAEGVVRFELADAR.SRHEKLPSLMRLAWYAG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 215643 PspR84 RS21225 WP 160059024.1 RLAVKLKRPAGLLNPDAFDYEAWLLAQRVGATGTIKDGQRLSEA..............RWAWRDSIRQRLLAVDAHG.RT 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 215643 PspR84 RS21225 WP 160059024.1 GALAALVLGDGSGLSREDWQILQDTGTVHLLVISGQHIGLLAAVMYWLVA.......GLARFGLW..PLRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 215643 PspR84 RS21225 WP 160059024.1 AFAAAFGYGLLAGFDVPVQRACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLLDPLASLRPGLWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 215643 PspR84 RS21225 WP 160059024.1 .......RL.......GPWRWWQTWTRAQWLIAIGLCPVLLALNLPVSLSGPLANLLAVPWVSLVVLPPALLGTVLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 215643 PspR84 RS21225 WP 160059024.1 YVGAGLLWLAGGLIDVLFRALAMIAGHWPAWIAPSVPTWVWAIGGLGAVLLLLPRGVP...MRALGWPLLLLLVVPPRER 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 215643 PspR84 RS21225 WP 160059024.1 LDEGLAEIWQLDVGQGLAILIRTRHHALLYDAGPRFGDF.DLGERVVLPALRKLSVRNLDLMLLSHADADHAGGALAITR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
consensus ** ! **** *!*!!!***!**!* !*!!*!*!!!*!!* !***!!**! !! *** *!****!!*!*!!!!!**** *

logo

A
G
L
M
V

T
PVDGRAQTMVI

L
A
S
S
G
D
E
LPAEPRGHLGPLERQARALAAGQI

L
D
E
S

P
A
A
E
R

A
G
SCERVASTGRQQRWAQTWNDQGVANRFEQS ILVLWQRYPWAPVQVPSDRADQAGTVDNSGSNAQARSCVLMQRVIAENANARGYEARALMLLAT

NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 215643 PspR84 RS21225 WP 160059024.1 GLTVDQVISGDPAGLP.......AQLSAEACESGRQWQWDGVRFQLWQWA......DAGDSNQRSCVLQIEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 215643 PspR84 RS21225 WP 160059024.1 GDIDTHAERVLLD..SPLAVPTQWLQSPHHGSRSSSSMALLKVLQPEAVLISRGQGNSFGHPHPTVLARYRKQGLRIYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 215643 PspR84 RS21225 WP 160059024.1 AEQGAIHLQLGRF..KPPWTMRHQRRFWRDTPALAR............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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