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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGE.AVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGD.AVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVY 77
NTDB id 215602 LFZ43 RS23015 WP 000168256.1 MASRGINKVILVGHLGQDPEVRYIPNSSTAVTGFSIATSESWRDKQSGDMKEKTEWHRVVLFGKLAEIAGEYLKKGSQVY 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGG.AVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
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