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NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SG..EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQ...... 147
NTDB id 215268 AJGP001 RS17220 WP 008497641.1 EGRIQTGSYEGQDGKRVYTTEVVADSVQFLEPKSANTDRSQGQQPS.......Y..QQNQSPSPS......QQN...... 132
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NTDB id 624 LCA RS00040 WP 011373726.1 ......ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 ......GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 215268 AJGP001 RS17220 WP 008497641.1 ......HTRVDEDPFSSGSGPIEVSDDDLPF 157
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