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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 215190 PspS34 RS24000 WP 154862178.1 MNTKPRQKVLIVDDEPDIRELLEITLGRMKLETFNARNVGEAQSLLKRETFDLCLTDMQLPDGTGLELVQHIQQRHPRVQ 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 215190 PspS34 RS24000 WP 154862178.1 VAMITAYDSLENAINVLKAGAFDFLTKPVDLTRLRELVTSALLVP......ARGVGIDRRLLGDSLPMRNLREHITKLAG 154
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
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logo SHQATPVFYVITSGESGTSGKEVLVANRLVIHDERLQGSNPRAISNEGQRPFVIPAVINCAGAIPTSELLMESELFFGHRKKGSFSTGATIQEDKPQGL IFLQASTASHGGSTLLFLD
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 215190 PspS34 RS24000 WP 154862178.1 SHATVYISGESGSGKELVARLIHDQSPRANQPFIAINCAAIPSELLESEFFGHRKGSFSGAIEDKPGLFQTAHGGTLLLD 234
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 215190 PspS34 RS24000 WP 154862178.1 EVADLPLSMQVKLLRAIQEKSVRCVGGQQEVAVDVRILCATHKDLGAEVAAGRFRHDLYYRLNVIELRVPPLRERRDDIE 314
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 215190 PspS34 RS24000 WP 154862178.1 MLASHILKRLAADTGQPAARLHPQALDALKSYRFPGNVRELENMLERAHTLCENKQIEAGDLRLAEGN......YGAE.. 386
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP......GASQ.. 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 215190 PspS34 RS24000 WP 154862178.1 ........GGVPDLTRIDNLEAYLENIERQLLLQALEETRWNRTAAAQRLNLSFRSMRYRLKKFGLD....... 445
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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