
logo ML
INRVVLTVGRLTKRDPSVDELKRYTPSNSGTAAVAGTSTFSTLMVAVNRQTFTNQANQSGDEREADF INCVTIWRRKPQSAENVFSANFLTNKKGSLAVGI

VDGRLQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 214883 BTM29 RS10095 WP 076617039.1 MINRVVLTGRLTRDSELKYTSSGTAVTSFTVAVNRTFTNAQGEREADFINCVIWRKPAENFSNFTNKGSLVGIDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQ.............Y..FGGGQNDNPFGGNQNNQRR 145
NTDB id 214883 BTM29 RS10095 WP 076617039.1 SYENKQGQRVYITEVIVENFSFLESKSDSENRSGGSSNNNLSDSNKNNRNNNNPNQAPYNNQQNQSSQSPFGNTNNNQSN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN.................GSQQSGFTSPQ.QTGN 142
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DPFADNDKNGQKAP INDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 NQ.GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 214883 BTM29 RS10095 WP 076617039.1 NSNNSNNMGNPFADKGKPINISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


