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NTDB id 214881 BTM29 RS08720 WP 076616230.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIFAYR.KNSTTYTLRLLPLGGYVRMAGAQEDDSEIKP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !*!!!!!***!***!**!!!!!***!!*!!!!!!!!**!!!!!!!!***!**!*!!*!*!!!!!!!!!!!**!!**!!!*
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NTDB id 214881 BTM29 RS08720 WP 076616230.1 GTMASLVLDDSNNVIKIITSSKVYDENGVPVQISKADLVDSLIIEGYENGDESEIKSYSVDHDATIVEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!!!*!*****!**!**!****!****!******!!*!*!*!*!***! !*!*!*!!!!!!!!!!!!!!**!!!*!
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NTDB id 214881 BTM29 RS08720 WP 076616230.1 VQLQSVSVWKRMITNFAGPFNNFILAIVCAIIAAFMMNGVVQNTNQLGQIQSGSVAAKAGLKANDKILMVNNHKTDSWTT 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!**!*!*!*!!!!!!!*!!!!!*****!!*!!***!!******!*!***!**!***!!!**!*!***!**!***!**
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NTDB id 214881 BTM29 RS08720 WP 076616230.1 LSENIQKYPGKKT.....TFKVKS.GNKVSTITLTPKTVKSSGQKYGQIGIMPKRDHSFVAKIKYGFTYSWQTTVQILHV 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QKSQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QESQGS..YFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
consensus !*!*******!**********!!*******!!***! **!*!* ***!**!********!!**!!***!*****!!**

logo LGKKGMLVTIGTGNFS ILNQKLSGGPVGAI
M
Y
F
S
QMTSSAQVASSEQSGLLI S I ILLDFLMS
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NTDB id 214881 BTM29 RS08720 WP 076616230.1 LGKMVTGGFSINQLSGPVGIYSMTSQVSSQGLLSIILFMSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPLPEEYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus !*** ***!!*!*!*!!!****!**!*!**!!*!!***!*!!!*!!!!*!!!!!!!!!!!!!**!!*!!!!!!!!**!*!
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NTDB id 214881 BTM29 RS08720 WP 076616230.1 NVITLIGVGILVLLMVAVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus **!!!*!!***!*!!*!!!!!!!*!*!*
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