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NTDB id 214864 BTM29 RS01530 WP 076613815.1 MRRANTRDINIKDGVVEYGRPYIAPVLFAVVFAALGSITSIIGPSQLSKITDLITNGLMGKIDVAQVLKITMIMGIIYVA 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFA 77
consensus *** * * * *! **! !* !!*! * ! **!!! ! *!! *! !! !!!!* * ! * ****! !
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 GAVMSYGQGFIMATVTQKFTQKLRNNIVHKINKLPLNYFDTHNEGDTLSRVTNDLDTMGQSLNQSLGTLISSITLFIGCV 160
NTDB id 370 SMU RS04260 WP 002263294.1 GALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSI 157
consensus !!**!! !!* !* !!!*!*!!! ! *!!!!*!! !!!*! !!!!!!!!!!*! ! !! !!!! *** ! ! !!**
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 VMMLITNVVMSITAIVSVLIGFVLTIVIMSRSQKYFNSQQNRLADISSYTEEIYSGHAVVKTSNYADDAKENFDGMNNKL 240
NTDB id 370 SMU RS04260 WP 002263294.1 FMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQL 237
consensus !!* !! * !!!*!! !!!!* !!! *!!* ! !! !!!*! ! !!*!!!! !! * ! ! *!* *! !
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 YDSVWKSQFMSGIMQPLMGFVGNFGYVMVCIVGGVMAIDGKISMGTIVAFMIYVRLFSQPLSQIAQAFASLQSAQAAMKR 320
NTDB id 370 SMU RS04260 WP 002263294.1 FASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGR 317
consensus * !*!!!!! !!!! !!! !*!!!!!!!!!!!!* !!! ! !*!!!!!!!! !!!*!*!!* !!!!* !!!!*!!! !
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 VFGFLGEAEEIDDSDKDVEVPKVTGDVEFDHVKFGYLPGQTIIKDFTVHTKPGQKVAIVGPTGSGKTTTVNLLMRFYDMN 400
NTDB id 370 SMU RS04260 WP 002263294.1 VFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVD 397
consensus !! !! ! ! !* *! **!! ! ! !!*! !!! ! !!!*!!* ! !*!!!*!!!!!!! !!!! !!!!!!!!**
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 SGTIKMDGVDIEDMKRSDVRDQFDMVLQDAWLFDDTVRNNLVYNKKDVSEEQIQKAIKAVGIDHFIDTLPKGLDTVLDDS 480
NTDB id 370 SMU RS04260 WP 002263294.1 RGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDS 477
consensus ! ! *!!! !*!! ! *!*! ! !!!!! !!!* !!* !!*!! !****!!* ! !!!!**!!! !!!!! !!!!!!!
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 ISLSVGQKQLMTIARALIKNSPMLILDEATSSVDTRTEEQIQKAMDLLMKGRTSFVIAHRLSTIKNADIILVVKDGEIIE 560
NTDB id 370 SMU RS04260 WP 002263294.1 VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIE 557
consensus **!!!!!!!!*!!!!!!*! !*!!!!!!!!!!!!!!!! !!*!!!*!! !!!!!!!!!!!!!!*!!!*!!!**!! !!!
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NTDB id 214864 BTM29 RS01530 WP 076613815.1 RGTHDELMEVNGFYANMYNSQFQE... 584
NTDB id 370 SMU RS04260 WP 002263294.1 QGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !*!! !! !!!!! *!!!!! !***
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