logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.1

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
21450 MCA RS10255 WP 010961338.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
21450 MCA RS10255 WP 010961338.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
21450 MCA RS10255 WP 010961338.1
1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

MAKNGGFSLF]
MAKNGGFSLFJ
P

...... MDKN
...... MAQKMNI
..... MAAKKTQ
..... MAVKKAQ
*

I\TF RQLATM
ITIFTRQ ATM
ITIMTRQLATM
IT FTRQL TM
IT FTRQL TM

IR F RQLATM
F RQLATM
FTRQ ATM

INIFTRQLATM

ITIFTRQLATM

R A Y EK
ISLATY(RID)L
ANYKEK
ABYKEK

APYKEK

*okokok ok ok | okokok ||

K%YWFEALRSQS E % AB EAEéﬁvitRéRH viE |

EAEDLRTAARLLRDRG F

PHLT|3H
KNSV[YT
VIPVFA
MMEP TjgA

*x % * ok %

WAG PL QAF
IMAG PL QAF
R AGVPLVQAF
I3 G PLVQAF
IMAGVPL Q F
IMAGVPLVQAF
IMAGVPLVQ F

* |k * | kkx

§ %&gMALTY il

* kokok | kkk | x

JRUARMOLR QGI WKI KKEKELIEIE
LATINEA DB LERT v T N/l VIS PIFDRK . . . . .

EA Tl igALR

S TQED

va

AE[ EPG.G.QAEIRIPALE GPGLK[]
K

K%HFD@L N{VEA EKA A{

B AB\. T \L/ZB'LSE& Al

LPAFTQ V

LPFTQEV
LP AT QIV
LPRIT QIV
LPAFTQ V
LPARITERV
LPAFTH v
LPAFTQ V

LPAFTQ V
0 Uskok Dokokoksk ok Dokokokok  kokkok

145
148
149
151
151
146
148
147
150
150

225
228
229
231
231
226
228
227
230
230



logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 21450 MCA RS10255 WP 010961338.1
NTDB id 1252 GC0O85 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 21450 MCA RS10255 WP 010961338.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 21450 MCA RS10255 WP 010961338.1
NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

R ool AR ATo A s TACA e

ARSI T IQRR DI\ LR PIRGDI AAGVPLVD L STAGARGN
EAR SpN pyapast DRy ' 'LR PIJ3GDI AAGVPLVD L STAGA GN
(AR SIFNFINpeR DRLALELP '/ GIILIIK AP ARF RTL AAGVPLV AL WAGATGN
] S|AAEEYAEN DR L LP GIJTILIMKARNIAREF RTL l FAAG PLV AL MAGATGN

GDILMK B ARF RTL T FAAGVPLVDAL S AGATGN

%k >k 5k 3k 3k >k %k % >k > % % % * 3k * *k * ok kk ok | [ | k 1sksksk |1 oskokokok | oskoskoskoskokok |k ko k * [IEE RS

27D Ll DD, s 4l

QMVNIGEESG
MIGEESG

QM IGEESG LD MLIJKEIA FYE
QM IGEESG LD MLIYKEIA FYE
QMVAIGEESGALDEJMLMKVA FYE EVDNAVDSLSH IMEPLI
QMVAIGEESGAL IWMLBKVA FYE EV NAVDELSH! IMEP I
QMEAIGEESGALD MLEKVAWFYE EVDNEVDEL I\ MEP I
QMVAIGEESGALD MLKVAW YEEJEVDEAVDEL ® MEPLI

QMVAIGEESGALDEMLEK VAR MEPLI
N N N oy ey Ry oy e S ey ey e N T TN

s lBelen <9 e R ”T%'ZF oG

()?‘ NP N

Vel YRy,

406

407

.. 408

AMYLP F LGI . 410
AMYLP F LGV VAT
AMYLPIFELGSV VAV
AMYLP IFJSL G SV
AMYLPIF  GSV V]S
AMYLPIF  GSV VRPN
AMYLPIF  GSV V|

F Dokokokokok Dok DDk | skokokokox ok

X non conserved
B similar
> 507 conserved

304
308
309
311
311
306
308
307
310
310

384
387
388
390
390
385
387
386
389
389



