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bRt DR, B ks AResHTLATZFANCYPbvos mSTACARC Ve
NTDB id 1029 TT RS02230 WP 011228203.1 AVALF . P FG 304
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AT

IPII BIKA TA FSRTLAT FAAG P H LI TAGE GN [il Ejeciol]
LielP)

NTDB id 1402 DSB67 RS12670 WP 010643257.1 RIK AT A FSRTLAT F AG P pNALIY T 9y GN H)EIL 308

NTDB id 1112 NGFG RS09215 WP 003689811.1 PIFGD IAR IRFAAGVPLVDWLDSTAGAJA 311
NTDB id 1113 AAA85695.1 219..1451( ) PIFGD IAR INFAAGVPLVDYLDSTAGAJA 311
NTDB id 214355 RA876 RS14490 WP 075584756.1 P FG IAR RTL NIFAAGVPLV ALDSEN GAJN GN. 310
NTDB id 1252 GC085 RS07730 WP 011213805.1 KAlIARF RTL l FAAG PLV ALJSWYAGA GN 308
NTDB id 1198 PSJM300 03950 AFN76868.1 ARF RTL T FAAGVPLVDALDS|YAGA GN 307
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ¢ PI VMKAMIAR SRTLAT FAAGVPL DALlSTAGA N 310
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ¢ L PIFGD VMKAMIAR SRTLAT FAAGVPL DAL STAGA NN 310
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 QQ U W FPIIMIY\ QMVAIGEESGALD MLINK VAR YEEVDAVD MEPLI NILG 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QQ Il WIFPRIMEY QMVATIGEESGALDRJMLIKVAW YENEVDNAVD MEPLI JNILG 389
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Vel FNL,S\WAW

NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) G 410
NTDB id 214355 RA876 RS14490 WP 075584756.1 GG VVAMYLPIFLG c. 408
NTDB id 1252 GCO85 RS07730 WP 011213805.1 VGGLVVAMYLPIFLGS.V .. 406
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF GSVVs 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF GSVV. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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