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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 214328 RS694 RS01170 WP 029707893.1 MSLSLVQSRALLGLEATQVTVEVHLANGLPSFTLVGLADVEVKEARERVRCAIQNSQLEFPLTKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE.GFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 214328 RS694 RS01170 WP 029707893.1 RLDLPIALGILAASGQIDGAKLAGYEFAGELSLSGELRPVRGALATALALHMGTVGAKLVLPPGSAEEAALVPGAQVYRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ..VERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK..KQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK..SKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK..AKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTRE.........EFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGK 227
NTDB id 214328 RS694 RS01170 WP 029707893.1 RHLLDVVRHFAPEGGANVLPPDAEEADDGWAQMSALAPVLRAASADMADVKGQAAAKRALEIAAAGGHSLLLVGAPGSGK 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL.............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGK 224
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL.............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGK 224
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPSV.............QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGK 224
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKKK.............ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGK 224
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVKESAV.........NFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGK 228
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQNIAE.........N.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGK 227
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NTDB id 1323 RA0C RS07335 WP 004916218.1 TMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDE 307
NTDB id 214328 RS694 RS01170 WP 029707893.1 SMLAQRFAGLLPEMSSEEALQSAAIGSLTGR.FS.MERYGQRPTSSPHHTASAVALVGGGSPPRPGEISMAHHGILFLDE 318
NTDB id 1271 LPP RS03220 WP 011213198.1 TMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDE 303
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDE 303
NTDB id 1153 A1552VC RS00115 WP 000521788.1 TMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDE 303
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDE 303
NTDB id 1349 HI 1117 AAC22771.1 TMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDE 307
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TMLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDE 306
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRID 386
NTDB id 214328 RS694 RS01170 WP 029707893.1 IAEFSRAALEALREPLETGTITIARAAHRSEFPARFQLIGAMNPCPCGFQGSSLRSCRCTPDQIHRYQSKLSGPLMDRID 398
NTDB id 1271 LPP RS03220 WP 011213198.1 LPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRID 383
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRID 383
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFD 381
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFD 381
NTDB id 1349 HI 1117 AAC22771.1 LPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFD 385
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFD 384
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLN 464
NTDB id 214328 RS694 RS01170 WP 029707893.1 LHVEVPSLPSTELLNT..PPGESTADIRQRSTAARARAQLRQGK....TNQALAGQEIDTHAQLDPAALKFLQSASAQLG 472
NTDB id 1271 LPP RS03220 WP 011213198.1 MQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLK 459
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLK 459
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLG 456
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLG 456
NTDB id 1349 HI 1117 AAC22771.1 LSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLG 460
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLG 460
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 214328 RS694 RS01170 WP 029707893.1 WSARGTHRALKIARTIADLAGSDTTELVHVAEAMQYRRVLRQSI....... 516
NTDB id 1271 LPP RS03220 WP 011213198.1 LSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 LSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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