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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGY.ENAVNEGAVPTKLSD.VG 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAF.EQAISEGHTPSLVSSLPG 75
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAAL.VA 73
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ...MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKT.KC 76
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS.AG 72
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTS.AG 72
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS.TA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 FTAATS.............SVCATY..SIDAFTETDGAGKITCTL....KGN..PKIATKIVELTRST............ 117
NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITDST...........SYCD.......VDLDTAADGHIECTA....KGGNAGKFDGKTITLNRTA............ 119
NTDB id 1204 PSJM300 03935 AFN76865.1 FIGIGAST...........NYCT.......VTLIATATGSITCTT....QNGMPDRFNGKTITIARTT............ 121
NTDB id 1191 AAC28468.1 484..945( ) GNVIFDSAN..........GLDGKYFAPGGVTV.TPDTGAINIAFDA.......GANAGKTMTITPTVI.......AASG 128
NTDB id 1400 DSB67 RS12660 WP 010643261.1 HQ.......TANGIPAA...FTLNNL.TVT.PAAGAASGAISITVNAANDKGP..IKQNEKYILT..........ATYAS 132
NTDB id 1119 NGFG RS11465 WP 017147169.1 VA.............SPPTDIKGKYVKEVEV.....KNGVVTATML...SSGVNNEIKGKKLSLWGR..........REN 121
NTDB id 1109 OK783 RS10670 WP 157147416.1 VA.............SA.STIKGKYVQKVEV.....AKGVVTAQMA...STGVNKEIQDKKLSLWAK..........RQD 120
NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSVK..VTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATST 148
NTDB id 214326 RD110 RS26355 WP 076203897.1 TQ.......SS............AFVTSVTYARTNASVGVVTVTASAK.....EPKISGKTLTLTGTL.........GST 120
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