
logo MKI FL IVEDDFLVIAESLANSELKSKWNYEGVHIVVDENQFDEDKI LMESDI FNRQRHVEQPQLVLLDINLPTLNGFHWCQE I
MRKTVSHNVP I IMF I SSR I

TDNMD
NTDB id 21430 SERP RS10925 WP 001830679.1 MKIFIVEDDLVIAESLANELSKWNYEVHVVDNFEKIMEDFRRVEPQLVLLDINLPTLNGFHWCQEMRKVSHVPIMFISSRTDNMD 85
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSRIDNMD 85
consensus !!! !!!!! !!!!!!! !! !!!! !*!!**!* !* ! * !!!!!!!!!!!!!!!!!!!!!*!! !*!!!*!!!!! !!!!

logo QI LMAIQMGGDDF I EKPFNLSLTI
VAKIQALLRRTYDLS IVANRDES ILATVKGCKTL I LVDEAKLVSVKYDQENEQHNI

VQLSLTELQI LKLLFQNEDNKYV
NTDB id 21430 SERP RS10925 WP 001830679.1 QILAIQMGGDDFIEKPFNLSLTVAKIQALLRRTYDLSIARDEIAVKGCKLIVDEAKLSKDNEHVQLSLTELQILKLLFQNENKYV 170
NTDB id 9 SA RS13865 WP 000697877.1 QIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILKLLFQNEDKYV 170
consensus !!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! ! * !!!! !!*!!!!* **!!!!!!!!!!!!!!!!! !!!

logo SRTAL I EKCWESENF IDDNTLAVNMTRLRKKLLNSTIGVDNDFL I EITKKNVGYKRV
NTDB id 21430 SERP RS10925 WP 001830679.1 SRTALIEKCWESENFIDDNTLAVNMTRLRKKLLSIGVDDLIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 SRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! ! ! !!!!!!!*!
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