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NTDB id 610 V4T04 RS10165 WP 012897346.1 GASNKKIKIAQIV... 816
NTDB id 214267 BVH75 RS03655 WP 000365405.1 DVENNELVVHVK.... 866
NTDB id 85 BSU 00860 NP 387967.1 DVEDGEFVVKTTAKTN 810
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