
logo MNHYIRATIGSML I LVYSMLAIAFLF IDKVFVNI I FYFQGMFYTQI FG IPVFLFLNL IL I IVLLC I IVGSVLAYKINQQNDWI IKSTQI ERS
NTDB id 21423 SERP RS07195 WP 001830374.1 MNHYIRAIGSMLILVYSMLIAFLFIDKVFVNIIFFQGMFYTQIFGIPVFLFLNLLIVLLCIIVGSVLAYKINQQNDWIISQIERS 85
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKTQIERS 85
consensus !!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! *!!!!!

logo

I
MEGEQTVGINDQNI E I

LYSTETI
LDI

LYHTLVPLNQELHKRLRLMKTQNLTNENYNINDVKVKKI I EDERQRLARELHDSVSQQLFAASMML
NTDB id 21423 SERP RS07195 WP 001830374.1 IEGQTVGINDQNIELYTETIDIYHTLVPLNQELHRLRMKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
NTDB id 5 SA RS09760 WP 001017131.1 MEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
consensus *!! !!!!!!!!!!*!*!!*!*!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIKESTKLEPPLDNQQIP I LEKMVQDSQLEMRALLLHLRP I
LGLKDKSLGEGIKDLVIDLQKKVPMKVVHE IQDFEKVPKGI EDHLFR

NTDB id 21423 SERP RS07195 WP 001830374.1 SAIKESKLEPPLNQQIPILEKMVQDSQLEMRALLLHLRPIGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFEVPKGIEDHLFR 255
NTDB id 5 SA RS09760 WP 001017131.1 SAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFKVPKGIEDHLFR 255
consensus !!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo ITQEAI SNTLRHSNGTKVTVELFNKQDEDYLLLR IQDNGKGFNVDEKFLEQSYGLKNMRERALE IGATFHIVSLPDSGTR I EVKAPLN
NTDB id 21423 SERP RS07195 WP 001830374.1 ITQEAISNTLRHSNGTKVTVELFNQEDYLLLRIQDNGKGFNVDEKFEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
NTDB id 5 SA RS09760 WP 001017131.1 ITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEDENSSYDSDGD
NTDB id 21423 SERP RS07195 WP 001830374.1 KEENSSGD 348
NTDB id 5 SA RS09760 WP 001017131.1 KEDSYDD. 347
consensus !!* *
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