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NTDB id 21405 SERP RS03155 WP 001829272.1 MTHLPETIYVIRKGDMVIRPKYDEYQQTNGTEIIRFDQTRKESPFKVQRIIERSCKFYGNNYISKKAETNRITGISSKPPILLTP 85
NTDB id 39 MW RS04875 WP 000287265.1 ..MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTP 83
NTDB id 23 SA RS04995 WP 000287265.1 ..MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTP 83
consensus *****!!!!!!!!!!!!!**!***!*!!*!!!!!!*!!***!!!!!*!!!!!!!!!!!*!**!!!!!!!!!!!!!!!!!!!!!

logo LFPTYFFPTHSDRQENENIW I
LNMHYI ENSVIKELKNRKSCKI

V
I
TFAINGNDESLITI LNHVSFYHSLWHQYTNNAS I IFYYYMVDKQSRMKI SNKNPEDQP ID

NTDB id 21405 SERP RS03155 WP 001829272.1 LFPTYFFPTHSDRQEENIWINMHYIENVKELKNRKSKIIFANGDSLTLNVSFHSLWHQYTNAIIYYYMVDKQSRMKSNNPEQPID 170
NTDB id 39 MW RS04875 WP 000287265.1 LFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPID 168
NTDB id 23 SA RS04995 WP 000287265.1 LFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPID 168
consensus !!!!!!!!!!!!!!*!!!!*!!!!!!**!!!!!!!*!**!*!**!**!*!!*!!!!!!!*!*!*!!!!!!!!!!!*!*!!*!!!!

logo YNQKSASTLNI
VFEALSTRYSLFEEDNK

NTDB id 21405 SERP RS03155 WP 001829272.1 YNQSSLNIFEALSRYSLFEEN 191
NTDB id 39 MW RS04875 WP 000287265.1 YNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 YNKATLNVFEALTRYSLFEDK 189
consensus !!***!!*!!!!*!!!!!!**
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