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NTDB id 1119 NGFG RS11465 WP 017147169.1 ...........MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNT 69
NTDB id 1191 AAC28468.1 484..945( ) ..........MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAA 70
NTDB id 1188 NELON RS01755 WP 003772458.1 ...........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAA 69
NTDB id 213615 AO536 RS04650 WP 269154266.1 MQSTPYEEKFMKRSIQQGFTLIELMIVVAIIGILAAVALPAYQDYTTRAKVTEGLSLAAAAKVAVAENAANGKPYNAG.. 78
NTDB id 1424 RS RS02795 WP 011000517.1 ....MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV.. 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ............MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP 68
NTDB id 1274 LPP RS09530 WP 011214168.1 .............MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA 67
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .............MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA 67
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NTDB id 1119 NGFG RS11465 WP 017147169.1 SAGV.............ASPPTDIKGKYVKEVEVK.....NGVVTATMLSS...GVNNEIKGKKLSLW............ 116
NTDB id 1191 AAC28468.1 484..945( ) LVAGNVIFDSANGLDG..........KYFAPGGVT.VTPDTGAINIAFDAG.......ANAGKTMTITPTVI........ 124
NTDB id 1188 NELON RS01755 WP 003772458.1 AKAFNKTAAAGGGAGGAAAAGTQHASKYVKSVKV..TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVN........ 139
NTDB id 213615 AO536 RS04650 WP 269154266.1 ...................WMPPNATNNVAGVTID...QAAGYITITYQTG.......IAGAGTLILNPIDGPKTSGTAF 129
NTDB id 1424 RS RS02795 WP 011000517.1 ...............GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.T.......AAGGGTLALVPTAA........ 120
NTDB id 1002 ACIAD RS15100 WP 004923779.1 STAGS.......SCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTT.......KAKGANITLTPT.......... 122
NTDB id 1274 LPP RS09530 WP 011214168.1 ATGYV................SPAATPNVASI..AIGA..NGVITITY.TA.......AAGGGTIVMTPTL......... 110
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ATGYV................SPAATPNVQSI..AIGA..NGVITITY.TA.......AAGGGTIIMTPTL......... 110
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ........GRRENGSVKWFCGQPVTRADDDTVADA..KDGKEIDTKHLPSTCRDKASDAK 166
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NTDB id 1424 RS RS02795 WP 011000517.1 ..GTALPVSSAPSGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........YASGAVTWKCTTT..................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ..........QANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
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