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NTDB id 213382 BVG18 RS06635 WP 044109537.1 .........................MKPKGFTLVELMVAIAIFAVLSALSWKVFDYIVKTKDQNVIHEQRLGQLQQTYQQ 55
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ************************* ** !!!!!!!*!!!!!!!!!! ! !!*!!!**! *! ! !! *! !! !!!
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LSPDFER I EYQRYDRADEQKQKLYRLKYRTNLNQTASGNQRDEQPELS
NTDB id 213382 BVG18 RS06635 WP 044109537.1 ILRDTVQTVPLTANINGDIQPALVLQNGRFNFSKTGVTDPLEEGISPDERIEYQYRADEQKLYRLKYRNLNQAGQDQPES 135
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!!*! *!!*!! ! **!!! * ! !!! !!!!!! !*!! !!!!! ! !! !!!!!!! !!! *!! !

logo STVLLSEQVDEQFYQI IMVLNTPNQELVTKQWPDEAVNSAIDLPNTKQLPENEHKLKQKRLPKGIKINQLTVANGVNSYEWI
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F
YSLLNNQGTDFLLSLDSQTEQGNNTGSQPSSE

NTDB id 213382 BVG18 RS06635 WP 044109537.1 SVLLSEVEQFQIIVLNPNELTQWPDASADLNQLEHKQRLPKGIKINLTVNGVSYEWMFSLLNTDFLLDTQNTGQPSSE 213
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS..... 233
consensus ! !!! !*!*!!*!! !*!*! !!* !* * * *!!!!!!!*!!! !! !!!**!! * ! ! *****
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