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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAA..... 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDA 72
NTDB id 213375 BVG18 RS01750 WP 086044397.1 ........MNAQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRARVSEALGVAGTAKATVAENITMNGGVLPAETDNGG 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLS.V..... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVA.GTPSTA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPA.TQAATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPA.TQAATG 70
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NTDB id 1119 NGFG RS11465 WP 017147169.1 AS.........PPTDIKGKYV....KEVEVKNGVVTATML..SSGVNNEIKGKKLSLW..............GRRENGSV 124
NTDB id 1191 AAC28468.1 484..945( ) .ALVAGNVIFDSANGLDGKYFAPGGVTVTPDTGAINIAFDAGA......NAGKTMTITPTVIA...........ASGQIS 131
NTDB id 1192 PAKAF RS23870 WP 024947914.1 TKKEVPLGV....AADANKLGTI.ALKPDPADGTADITLTFTMGGAGPKNKGKIITLT................RTAADG 131
NTDB id 213375 BVG18 RS01750 WP 086044397.1 KGACAGVGIFDATAKDGKGVGNVSTLACDPEDGSITVTMN.DKG......KGVALTLTPSPDSLADPDDKDSKAVNNPGI 145
NTDB id 1424 RS RS02795 WP 011000517.1 .....GSSVF...TPT.KNVANLTIAGTGTVPGQITVTYT.TAA......GGGTLALVPTAAGTALPV....SSAPSGPI 134
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCVGVQEISASNAT.TNVATA..TCGASSAGQIIVTMDTTKA......KGANITLTPT..............YASGAV 128
NTDB id 1274 LPP RS09530 WP 011214168.1 YV.........SPAAT.PNVASI..AIGA..NGVITITY.TAAA......GGGTIVMTPTL.............QANGDV 116
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YV.........SPAAT.PNVQSI..AIGA..NGVITITY.TAAA......GGGTIIMTPTL.............QANGDV 116
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NTDB id 1119 NGFG RS11465 WP 017147169.1 KWFCGQPVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) TWTCAPGAAN.............GIETRRLPTSCQ*...... 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 LWKCTSDQ.................DEQFIPKGCSK...... 150
NTDB id 213375 BVG18 RS01750 WP 086044397.1 AWTCTTT................ETNFKYVPTECRNLAAS.. 169
NTDB id 1424 RS RS02795 WP 011000517.1 MWTCYAQNKAQAASSV.APSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TWKCTTT................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 TWTCTGG................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TWTCTGG................TLLAKYRPASCRP...... 136
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