logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )
1192 PAKAF RS23870 WP 024947914.1

1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1274 LPP RS09530 WP 011214168.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
consensus

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )
1192 PAKAF RS23870 WP 024947914.1

1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1274 LPP RS09530 WP 011214168.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
consensus

<0

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id

1119 NGFG RS11465 WP 017147169.1
1191 AAC28468.1 484..945( )
1192 PAKAF RS23870 WP 024947914.1

1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1
NTDB id 1274 LPP RS09530 WP 011214168.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
consensus

213375 BVG18 RS01750 WP 086044397.

213375 BVG18 RS01750 WP 086044397.

213375 BVG18 RS01750 WP 086044397 .

1

1

el

!

Il

AL AV T,

Losdeethilof

R\ TIANAZL STl ATy
....... MNTLQKGFTLIELMIV ATl GILAA A PAYQDYTERA[RV E L AEGQKSA YYLNHGKWPENNTSAGV
...... MLKKV[eReIunmn A NUNR A SN . VS S S DAA A YO AMNGFKATAGLQTDSGAWRADRGSFPNAA . . . ..
EIMALSRGWSMKSGTGTED
AIRINITMNGGMLPAETDNG|

MKSMRHLNKRV[A)ECINEREARUNRAS WS GILAAIAIPAYQDYT RARV 'EGLE]" ALYNFAKIYS
IAGRT AJASSM|AT T

NAANAQSDLS.V.....
NILNAGABVA.GTPST
INGRTIVAD S AJSL A TAITNNABPA.TQAAT
IGRTIVADS AJLA TAITNNABPA.TQAAT

*k ok k * * *

........ WOVQKGFTLIELMIVVAIIGILAATATPRYQ  YiFAR - |XeJNS LISRUNDRK iy
........ WIWNQKGFTLIELMIVVAIIGILAAIA PAYQDYT RARV E GGTAAT

AL A v| [ |y KT | T \

KX%gX V Q Ag .NV s é VB T I éIXéA XNGE! ILV IA SEAL gDKD;KR§é§2?~
AS. .. PPTDIKGKYV KEVEVKNGV GKK .............. GRREN[ESH
ALVAGNVIFDSAN LDGKYFAPGGVTVTPDTEAMNMAFDAGA . . . .. . NACKTHRSEIVIA . .. ... .. ... ASGQIS
TKKEVPLGV. DANK Tl . ALKPDPADETADEIL TFTMBGAGPKNKEK IR . . . .. ........... RTAHEDG
KGACAGVGIFDATAKDGKGV NMS TLACDPED[ESHHS LTP PDSLADPDDKDSKAVNNPG
..... GSSVF...TPT.KN\MNBTIAGTGTVP[EQukE AJRVIENAAGTALPV .SSAPS[E
GSSCVGVQEISASNMET . TNVANTA . .TCGASSAMQUIMMDTTKE. . ... . KEANSEADEY. . . . .......... YASGA
YV. oo SPAMT . PNYMSE. . ATGA. . NEVIGRENY . TAAM . . ... . GEGTEVIMSSENL . ... ....... .. QAN[ED
YV oo SPAMT.PNYQSME. . ATGA. . NEVIGEY . TAAM. . ... . GEGTHIMSENL. .. .......... QANGD

* kk ok |

T T T K vl AS

&K EXSNKEXRRBIVARAQDTKE%Eéc B SR ER AxsaK

KFFMGQPVTRADDDTVADAKDGKEED TIHHBES TIDKASDAK 166

TUBR®APGAAN . . ... ........GEETRREETSEQ*. .. . .. 153

LUKESDQ. ... .............DEQEBKGESK. .. ... 150

ARBROMNTT . ... ... . ... ... 169

MZBN®Y AQNKAQAASSV . APSGTMSHAARSYAIZAEMS . . . . . .. 168

TWKOTT. .. ... ... S.DKIS@RASERElG . . . . .. 147

TRRRMNGG . . . . ... ... ......THLAKSYREAS[RIP. . . . .. 136

TRARMNGG . . . .. ... ........THLAKSYRIEASEREP. . . . .. 136

X non conserved
B similar
>50% conserved

124
131
131
145
134
128
116
116



