
logo MKKVFLKNGMPVFNFHSALGFIKKNHQLMLALALVCTVGVAS IMGTIAHESAVEHAAPTASPRNHVNPPASLKASNAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW
NTDB id 213362 BVG18 RS01040 WP 086044345.1 MKKVLKGMPFFSALGFKNQMLALAVCVGVSMGTIHSAEAAPARNVNPPALKANAPNVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! ! **!!!!*! !! *!!!* *!** *!*!!! !! !!!!!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCEVGI IRSRYLTGQSTTHSLQPQI

VRVEASLNNSTI
VPVIPLEHIKQWL

NTDB id 213362 BVG18 RS01040 WP 086044345.1 PEIWASNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCEGIISRYLGST.SLQPQIRVESLNNTIPVIPLEHIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! !**!!!!*!!! !!!**!!!!!!!!!!!!

logo ENRSYTI
LLAPAPDS IVQTGNTPYI LVGTADQRVLAGKGQKTI

VYARGHQGL IVNVGQRYAVYREAGEPYVYFTDANKNGKKHYSTALAGI
LELLQQVASGI

VAV
NTDB id 213362 BVG18 RS01040 WP 086044345.1 ERYTLLAPDSVQGTPYILGTADQRVLAGKGQKVYARGHGLVVGQRYAVYREAEPYVFTDANGKKYTAALELQQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !*!**!!* !!!!*!!!!!!!!!!!!! *!!!!*!!* !!!!!!!!!*!!! !!! !!!** **!! !!!!!*!!

logo

R
S
G
SEGKDI

VTTLELTDSYNAEVRRGSDRVLMPEEYDQAPMTLPTLFYPTVDNAEKNQI
V
A
T
A
DGGKQI IVRVLMGS IGRTAAKRHNSVVTI

LDRGTATHQGI
VQTVG

NTDB id 213362 BVG18 RS01040 WP 086044345.1 RGEGDVTTLELTDSYNAEVRRSDRVLPEYDPMLPTLFYPTNAENIAAGGQIVRVLGSIGTAARHSVVTIDRGTAHGVQTG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !*!!!!!!!!!!!!!!! !!!*!! * !!!!!!! ! ** !! !*!!*!!!! !!**!!!!*!!!! *!*! !

logo

H
QVFDS IVNTQKQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGQS ILMVFKRNTFDQLSYAYVLESDELP IKMVGASGS IQASPLQFLDNDE
NTDB id 213362 BVG18 RS01040 WP 086044345.1 HVFSVNQKGEVVTDPKTKERVQLPGERIGQIMVFKNFDQLSYAYVLESELPIKMGAGIQAPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !! * !!!!!! *!!!! !! *!!!* !!!!!!!!!!!!*!!!!*! !! ! *

X non conserved

X similar

X ≥ 50% conserved


