
logo MGNIRPSSQTI
VKHQKQRKR IASTF I STHRAI

VVTVVLMGAVL ITLVSTVLFQSYQI SSRL IMASQEGVAQRTSTVQTSSL IQNSLFDNFYRLAATLQR IHQDSSTAK
NTDB id 213293 BV404 RS15485 WP 075989321.1 MGIRSSTVKQKRKIATFISRAIVTVLGALTLTVLFQSYQISSRLISQEVARTSTQTSSLIQNLFNYRLATLQIHQDSSAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus ! !!*! *!*! *!!*!!**!*! !*! ! **!!!!!!!!!!!!* !! !!! !!!!!!! !! *!!! ! !!!!!*!!

logo NASL INQALHVGSDRDTNSDSARLDEQFYFLSSVDEQLELNSNATPDI
LRF I STDSHLDKENI
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K
QELNKS IL IRKRVAS I SGSNWHL IVQTPS

NTDB id 213293 BV404 RS15485 WP 075989321.1 NASLIQALHGDTNDALDQYFLSVDQLELNNTPDIRFITDLKEMVWEDGNSQFYGVQPKELNSIIRKVSISSNWHLIQTPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus !!!!!*!!* !! *! !!! !!! ! !!*!!!* * **!*!!! !!!* * !!! *!!*! !! !!!!*!!!!
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VGFYLYVGS IVLNDNNFAL ILENTIRDSGSSNSEQNL IVLATVDGSTETPVLAVSTLKNGDNEPSYSTALDFDYVLVQDHGSAM
NTDB id 213293 BV404 RS15485 WP 075989321.1 VLGTAYLLVRRSPIVDTATGEVIGFLYVSIVLNNNFALIETIRDSSNSQNLILTVGSEVLASTLNGDESYTAFDVLQDGM 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVV.HSA 239
consensus * **!*!!!**** *!! !*!*!!! !!!! !!!!*! !! !!! !!*! ! * *! !!! ! !*!* !***

logo
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YDKSFNI

MVAGKQTFVLEVEGSVPTYLCSVYS IVQSTNEQNAVLSTLRDNFYYFWMAVFAL IVASMI
VGVS IALSTRWWLQKRR I EQRSE I EGTLMNTYTH

NTDB id 213293 BV404 RS15485 WP 075989321.1 SDMLYDKNMVAKTVLEVEGVPTYLSVYSVQSNENALSLRDNYYFWMVFALVAMVGVSILTRWWLQRRIESEIEGLMTYTH 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KDAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTH 319
consensus ! * ! *!* ! !!!! !!!!!*!!!*!*! ! !*!!!!*!!!! !!!* !*!!!! *!!!!!*!! !!! !! !!!

logo KLVAMDELRDGLTDKDSEFF IPGSKIYEFDHYFGRTLEHQSTFQRRLASANKQEKQFEDLFNFALSPTI
MLWNTATDSGERL IRMNPSAQI

K
H
QFLRENDNAEQNYHFS

NTDB id 213293 BV404 RS15485 WP 075989321.1 KVAERGLDDFFPGSKIYEFDHFGRTLEHTFQRLSAQEKQFEDLFNFALSPTILWTADGELIRMNPSAQKHFLRNNAEYHS 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KLMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHF 399
consensus !* * !*!!!!!!!!*!!!!!!**! !! !!!!!!!!!!!!!!!*!! ! !!!!!!!!! *!!! ! !

logo LFES IVLEKRQL ILPQTIKTLNAAKQGENI
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D
EVNTTEVDDGKRVFYLRWNLSP IMVVEGNQRI EI S I ITQGQDI

VTSTIAEAEKQSQRAIARREAEESARV
NTDB id 213293 BV404 RS15485 WP 075989321.1 LFSVLKRQLIPQIKLAAKGEILKEVNTEVDDKVFLWNLSPIVVENRIESIITQGQDVTSIAEAEKQSRIARREAEESARV 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LFEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARV 479
consensus !! *! !!!*! ! !! ! * *! !!!! *!* !!!!!!*!! ! !!!!!!!!*!*!!!!!!!! !!!!!!!!!!!

logo RADEFLAKMSHELRTPLNGI
VLGVSQLLKRTPVKLENDKEQAREHQVANVLCSSGEHLLAVLNDI LDFSKR I

LEQGKFR IQKNTEHFPRLKVDELVV
NTDB id 213293 BV404 RS15485 WP 075989321.1 RADFLAKMSHELRTPLNGILGVSQLLKRTVKEKEQAEQVNVLCSSGEHLLAVLNDILDFSKIEQGKFRIQKTHFPLVDVV 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 RAEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELV 559
consensus !!*!!!!!!!!!!!!!!!*!!!!!!!!!!* !! !*! !!!!!!!!!!!!!!!!!!!!**!!!!!!!!! *!*! **!
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LNQI LFNLLNNAI

VKFTHQGAS IRS IVEQLNQL ILEQEGADGPDLATQRLSVIQSVMVDTG
NTDB id 213293 BV404 RS15485 WP 075989321.1 SAIERIYRPLCREKGLDLSIDSNIDDSMIVNADQVRLNQILFNLLNNAVKFTHQGAISIQLNLLQEAGDTRLSISVMDTG 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 CAIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTG 639
consensus *!!*!!!!!!! !!!!*! * !!! !! !!*!*!!!!!!!!!!!*!!!!!! ! * !*!* * ! ! !*!!!

logo IG IRDEAQDLNTI
V I FEPFMVQAESTNTTREYGGSGLGLATIVHSL IVEMLGSGQTLVHQVSSETFYGI

VGTRFENI EQLP I
MELRVETKSEPDKAQPS IQEQLRKLEPA

NTDB id 213293 BV404 RS15485 WP 075989321.1 IGIRDADLNIIFEPFVQAESTNTREYGGSGLGLAIVHSLIEMLGGTVQVSSTFGVGTRFNIELPMERVTSEKQSIERKEA 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 IGIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPA 719
consensus !!!!* !! *!!!!!*!!!!! !!!!!!!!!!! !!!!!*!!! ! **!!! *!*!!!! ! !!*! ! * * *!
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L
H
RVLLVEDNHTNAF IAQAFCKRKYGLMDVVDSWVTDGLQAI EEKLVKEIHQDRYDL IVLMDNQLPYLDGVDEATTR I

TIKHKEVLM
NTDB id 213293 BV404 RS15485 WP 075989321.1 ASRYELFDGSIHVLLVEDNHTNAFIAQAFCKKYGMVVDWVTDGLQAIEKVKEQRYDLILMDNQLPYLDGVDATRIIKHEM 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 PDPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVL 799
consensus * * *!!! ***!!!!!!!!!!!!!!!!!!*!!!* ! !!!!!!!!!! *! * !!!*!!!!!!!!!!!!* !! !!* *

logo
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P
VVYACTADGLVEVETQRQAFFMHSAGAEYVI

LVKP I
LKEDQTLHKALEVHNFKHQDHHGTEQKWNSAVGLN

NTDB id 213293 BV404 RS15485 WP 075989321.1 GLEIPVYACTADGVVETQQAFMSAGAEYVIVKPIKEDTLHKALVNFKQDHTEWSV... 855
NTDB id 1164 A1552VC RS18025 WP 001026306.1 HLPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus *!***!!!!!!!!* !! !!! *!!!!!!*!!!*!! !!!!!! *!!**! ***

X non conserved

X similar

X ≥ 50% conserved


