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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 213131 BMF08 RS07285 WP 072570201.1 MASRGVNKVILVGNLGQDPEVRYMPSGGAVANITLATSESWRDKNTGETKEQTEWHRVVLFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.........EEGYGQSQE.......AYQRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.........DEGYGQSQE.......AYQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGG.......NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 213131 BMF08 RS07285 WP 072570201.1 EGSLRTRKWTDQSGQERYTTEINVPQIGGVMQMLGGRQG.GG.APAGGG....QQQGGWGQPQ...........QPQGGG 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQ...........QPAKQH 148
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGN....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 213131 BMF08 RS07285 WP 072570201.1 NQFSGGA....QSRPQQPSSAPAQSNEPPMDFDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQS.......APQQ..YSQPQYNEPPMDFDDDIPF 177
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