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NTDB id 212902 BVL65 RS04400 WP 076002863.1 MNQDDYLLNKHILLVDDEQELLDMVVSILSEYGFHNITTAKSMKDAVEATQTLRPELAILDVMLPDGNGFELMEKIKQYS 80
NTDB id 372 SMU RS05280 WP 002262198.1 ....MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTS 76
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NTDB id 212902 BVL65 RS04400 WP 076002863.1 DCPVLFLTACGEDEDKFKGFDLGADDYIVKPFLPKELTFRIMAILRRSYKSENPIVKLKNSQIDFSSAQVIKNNEHIPLT 160
NTDB id 372 SMU RS05280 WP 002262198.1 TIPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPTCQVNFSQALITKGELEIQLT 156
consensus *!!!!!*!* * ! * !!*!!!!!!!!!!! !!!! !!* !!*! !* * * !* *!* !! ! * ! *!*!!

logo AKEHYDS ILLKSAVLYNRNAQGNRIVTFIDAQLCLEAKAVWGDLNQPYFQGYENSTLMMAHIRKR IREQKI EALNPSKQPEVCSL ILTVKGLGYKL IKVES
NTDB id 212902 BVL65 RS04400 WP 076002863.1 AKEHDLLSALYRNAGRIVTIDALCEAAWGDNPFGYENSLMAHIRRIREKIELNPSQPVSLITVKGLGYKLIVE 233
NTDB id 372 SMU RS05280 WP 002262198.1 AKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
consensus !!!* *! !! ! !!!! ! !*! !! ** !!!!**!!!!!*!! !!! !!! ! *!*!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


