
logo MPLLDSFTVDHTRMHNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRKNHLNGASQSVE I IDI SP
NTDB id 21286 VV1 RS07635 WP 011079537.1 MPLLDSFTVDHTRMHAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRKHLNGASVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!! !!!! !!!!!!!!

logo MGCRTGFYMSL IGAPSTEQDQVAQSAWLTAASMEQDVLKVESQENKQIPELNEYQCGTAAMHSLDEEAKAQIAKQNI
V
I
LAAGI SVNKRNDELA

NTDB id 21286 VV1 RS07635 WP 011079537.1 MGCRTGFYMSLIGAPSEQDVASAWTASMEDVLKVESQNKIPELNEYQCGTAAMHSLDEAKQIAQNILAAGISVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!!!!*!! !! !! ! ! !!!!!!!! !!!!!!!!!!!!!!!!!*!!! !! !**!!!!!!!*!!!!!

logo LPEASMLKNELKVDH
NTDB id 21286 VV1 RS07635 WP 011079537.1 LPEAMLKELKVD 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!! !! !!!!*
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