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VFDYL ILKVKRDRNAE
NTDB id 212817 BVL33 RS10495 WP 228144192.1 ......MKIKNVVMRLGFRFNVVSECQQSSTKSYLPKKIKSNLGFTLVELLVAIAIFAVLSMLGWKVFDYLIKVKDRNAE 74
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRL..............AARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAE 66
consensus ********!* * !!************** * ** !!!!!!!!!!!!!!!!!!*!!!!*!!!!*!!*!!!!!

logo HETVHLFELQDAYQQFI LKRDSTLMQI IPLSTANDQGGRQLHQAPALMEVI
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SFSKAGWVSTDPLKQDGLSPFYER I EYRYDADQQKKLVYRLK

NTDB id 212817 BVL33 RS10495 WP 228144192.1 HETHLFELQDAYQQFLKDSMQIIPLTANDGRQLQAAMVLNDRSFSFSKAWVSDPLKQDLSPYERIEYRYDAQQKKVYRLK 154
NTDB id 1076 ABD1 RS08075 WP 000594585.1 HEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLK 146
consensus !! !!!!!!!!!!! !*!**!!!!!*!! ! !!**!* * !!!! !*!!!!! !!!*!!!!!!!!! !!!*!!!!
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NTDB id 212817 BVL33 RS10495 WP 228144192.1 YTNLNIPNRVQPVSSTLLENVDQFRILILNPQEISQWPENINDPNNVNELKKLPLGFKVQLTIAGSDYEWIYSLLNANQL 234
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLS 226
consensus !!!!! *!! !!*!!!!! *!!!* !**! !!!** !!! !! *!!!!!!! ! !*!!!*!! !!!!!!! **

logo LSVNQELEGNTPSP
NTDB id 212817 BVL33 RS10495 WP 228144192.1 LVNLETPP 242
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LSQEGNS. 233
consensus ! * **

X non conserved

X similar

X ≥ 50% conserved


