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NTDB id 1402 DSB67 RS12670 WP 010643257.1 PIY TENUSMH CHABRHE L 388
NTDB id 1169 A1552VC RS11075 WP 000648511.1 PIIY TENUSSINUNE A EUS Q 389
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD MLNKMAREFYE EVDNAV[ERL SIY 391
NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LD MLNKMAREYE EVDNAV[EANL SEY 391
NTDB id 1252 GCO85 RS07730 WP 011213805.1 QQIUIF TENYIE NNH BN e QMVAIGEESGAL IMMLSKVANFYE EV NAVDELSH 388
NTDB id 212713 BVG12 RS25150 WP 075794771.1 TSLTVERIQNANNMZHSIUI QMVAIGEESGALDMLKVAFYE EVDAVLS 394
NTDB id 1198 PSJM300 03950 AFN76868.1 QLNFSIUMTENG TIZRHSIUIA] QMAIGEESGALD ML KVAWFYE EVDNVDL A 387
NTDB id 1016 ACIAD RS01680 WP 004920476.1 RIIRWAAMRYY WIIFPINMEY QMVAIGEESGALD MLIBKVAN YEEVDAVDL S 390
NTDB id 1059 ABD1 RS01610 WP 000279215.1 390
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 [ele3RIAWNSINEGHNNINS VAN G 408
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 GGLV AMYLPIF GSVVES 408
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