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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 212699 BVG12 RS16235 WP 075793308.1 ..MSSPRILVVDDEPDLRELLEITLLKMGLDVDSAATVREARALLGQKPYALVLTDMRLPDGLGLELVREVAANHKCTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 212699 BVG12 RS16235 WP 075793308.1 AVITAYGSAENAVVALKAGAFDYVSKPVVLDDLRAMVRAALKLSDPAAAPASANADGTSRLIGQSPAMQALRAQIARLAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE....APVDNRLLGESPPMRALRNQIGKLAR 154
consensus !**!!!!*** !* !!!!!!!!***!!! * !* ** !!** *** * * *! *!*! !*****!! *!***!!

logo SQAP I
V
A
F
Y

V
I
N
S
TGESGTSGKEVLAVANRELVIHAERLQSGANPRAISGEGKRPF IVPAI

VNCGAIPESTAELMEASELFFGYHRKKGASFTGAI
N
T

D
E
Q

E
D
R
K
D
QGFL IFLQSAAHNSGGSTLMFLD

NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 212699 BVG12 RS16235 WP 075793308.1 SQAPIAINGESGSGKELAAREIHAQGARAGKPFVAVNCGAIPEALMEAEFFGYRKGAFTGANDERDGFFQAANGGTLMLD 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 212699 BVG12 RS16235 WP 075793308.1 EVADLPLAMQVKLLRAIQERRVRKIGATVEEPVDVRIISATHKDLAKCVENGSFRQDLFYRLNVIELTLPPLRERLDDLP 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAP..LRANISNPFASA 397
NTDB id 212699 BVG12 RS16235 WP 075793308.1 LLVDAILARLAGPGG...ARLGPGVLEALRGYAFPGNVRELENVLERALAFADDGVIEVGDLLLKGAKLGDAAVVPVADV 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP............ 382
consensus !!** ** ***** * * **!* ** * !*** !!!!!!!!*!**!!!*** *!* !** *! ** * * * *

logo

A
Q
AQAPAPAPQ

S
A
S
I
T
E
Q
P
T
A
G
T

V
A
A
P
S

A
P
Q

E
P
G
Q
S

L
A
V
A
D
K
S

D
K
L

A
L
S

E
L
P

I
P
S

D
E
S

G
NLPERDYLSEDNQVI EKRKDLI LIMLNQRALENEMQTHQRFWNRTALQAAKQSKLRLGI

L
M

S
T
V
FRQSMLRYQRMLQKKFLDGLIHDATEPET

NTDB id 1045 H0N27 RS16330 WP 168727019.1 A........QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTET 469
NTDB id 212699 BVG12 RS16235 WP 075793308.1 QAQAPAPAPSATEPAAPPPSLADDALPSNLPDYLSQVERDIILRALNQTQFNRTQAASLLGISVRQLRYQMQKLDIHAPE 475
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............GASQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID... 445
consensus ** * ** **!**!!***!******!!* ! *!!! !! *!!***!**!!***!****



logo

E
P
QEV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 EQEV 473
NTDB id 212699 BVG12 RS16235 WP 075793308.1 P... 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .... 445
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