
logo MSDNRSTHI
LEEKYQTWDLTSTI FAPNTDAQDTWEKTEEYEKSLTAVKQDLEKI

KASVAKRYAGHLLDSASKQNSLLEGAITELYLMASLMSRRLEKI
LYVYASMKNDQDTTV

NTDB id 21202 SMU RS03055 WP 002261896.1 MSDNRSHIEEKYQWDLTSIFPNDQTWEKEEKSLAKDLEIAVKRAGHLLDSSQSLLEITELYLALSRRLEKLYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!*!*!!!! !!!!*!!* ! !! ! ! !! ! !!!!!!! !! !!!!* ! !!!!!*!!!!!!!!!!!!!!

logo

G
S
L
YYQELYQAKASTANL IYASKQFLNSEQATFAFYFYEPEFMALLDSDTEKKLYAQDEFKLAEDQCEPDGLGLLPYDQHFYFEKRLFLAKNQKDKHVLSQEKAEEAELLAAEAGSDE I FGNAGAPGTDET

NTDB id 21202 SMU RS03055 WP 002261896.1 SYYQELQAKATALIAKFNQTFAFYEPEFMLLSTEKYQDFLADCPDLLPYQHFFEKLFKQKKHVLSQKEEALLAEASEIFGAAGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus !!! !!!!* ! !!**!!!!! ! ! *! *! ! *! !*!!*! *! !!!!! ! !!! ! *!! ** *!

logo FENI
VLDNADI ILFPWVKSDEGQTGDEEVVELSTHGNF I STLMESKDNRDKI

VRKQEGAYEKAMYGS ITYEQFYQHTYAKQTLQGTNVVKVHNNFYQAKI
VRHNYKNSAREHA

NTDB id 21202 SMU RS03055 WP 002261896.1 FEILDNADIIFPWVKDETGEEVELSHGNFISLMESKNRKVRQEAYKAMYSIYEQYQHTYAKTLQTNVKVNNFQAKIRNYKSAREA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!!!! ! !* !!!*!!!!!*!!!!! ! *! !! !!! !!!*!!!!! !!! !!!*!*!!!*!*! !!!*!

logo ALAANF IPESTVYDSTLLVEASVHNKNHLPLLHQRYLVDKLRKQKNVLGLDDELKMYDI
VYTVPLSEMTDEMTATFLTYEAEASLDKKAEEVLAI FGERDEYASEKGRVHARA

NTDB id 21202 SMU RS03055 WP 002261896.1 ALAANFIPETVYDTLVEAVHNHLPLLQRYVKLRQNVLGLDDLKMYDIYVPLSEMDMTFTYEAALDKAEEVLAIFGRDYAERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !!!!!!!!!*!!!*!*! !* !!!!!*!!* !! !!!!!*!!!!!*! !!!! * !!! ! !!!!!!!!!! *! !! !

logo FRTERWIDVHRPVNKGKRSGAYSGGASYDTNAF IMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 21202 SMU RS03055 WP 002261896.1 FRERWIDVRVNKGKRSGAYSGGSYDTNAFILLNWQDTLDNLFTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus ! !!!!!!**!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo ETLLKEAVKTDDEKQTRFAI LNHYLDGFKGTVFRQTQFAEFEDHAL IHYEKADAQASGDQI
VLTASDFYLMNKNLYADLNEKYYGNLKSAKEDNNPYE IQFYEWAER I

NTDB id 21202 SMU RS03055 WP 002261896.1 ETLLKEATDEKQRFAILNHYLDGFKGTVFRQTQFAEFEDLIYKADQAGDVLTSDYLNNLYADLNEKYYGLSKENNPEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus !!!!!! !*! !!!!!!!!!!!!!!!!!!!!!!!!!!* !* !! ! *!! !**! !!!!!!!!!! ! ! !*!!!*!! !!

logo PHFYMYNFYYVYQYATGFAAASFYLAEHKIVHGNTEQEDKDEAKYLNTYLKAGNSSDYPLENVIAKKAGLVDMTENSTDTYLDAQAFKVFEDERL IVELEAELVE
NTDB id 21202 SMU RS03055 WP 002261896.1 PHFYYNFYVYQYATGFAAASFLAHKIVHGNQEDKDKYLNYLKAGNSDYPLNVIAKAGLDMTESTYLDQAFKVFEERLIELEELVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !*!!!!!!!!!!!!!*!!*!!!!! !!!* !! !!!!! !!!!! !! !!!*!!! * !!! !!!!!!*!!*!!! !!!



logo KGI
V
D
H
LS

NTDB id 21202 SMU RS03055 WP 002261896.1 KGID.. 599
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !!****

X non conserved
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X ≥ 50% conserved


