
logo MKE I LKTLTEAMMTLPEDSYSEQQDADEFLE I F IVEE I EE I FVDELQPSL IHNEKWMQSEKNIATLTE IRRHFHTLKGSGRMIGAKSSA
NTDB id 211785 BVD86 RS18505 WP 101664610.1 MKEILKTLTEAMMLPEDSYSQQDDEFLEIFVEEIEEIFVELQSLIHEWMQSKNIATLTEIRRHFHTLKGSGRMIGAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !! !!!!!!*!!!!!!!!*!!*!!* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELAWTVEDTLNRVINQSLEQLTPNTIQQSYVQLVFKFYFFLKLVDDNFKQSKKRANHTLDFRPL I LLGQQLQQQQS ILEPALDEELLLQLS
NTDB id 211785 BVD86 RS18505 WP 101664610.1 ELAWTVEDTLNRVINQSLELTPNIQQYVQLVFKFYFFKLVDDFKSKKNHTLDFRPLILLGQQLQQQQSIEPALDELLLLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!!!!!!!!!!!! !!! !! !!!!!!!!!! !!!! !! !* !!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!
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NTDB id 211785 BVD86 RS18505 WP 101664610.1 DILTAETQTGLETNDLEPESTEVLTISTSEVAIETEQTLVETLILFMEEAEEHLATIDQFLEKEIHQHESYNALIRALHT 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQATH..TEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHT 238
consensus * ! !!! !!!! *!**! * ! **** ! ! ! !!! !!!!!!!!!!!!!*!!!* !*!!**!!!!!!!!!!!

logo LRGSSAMAHQVEPTI FDEASTKVEHLFKI LLQEELSSHSEE I LSLLQRDEYREQF IVRDNSLDELLASARHYCSSSTEQLEASDRLLQKQFNQSVWDATYMV
NTDB id 211785 BVD86 RS18505 WP 101664610.1 LRGSSAMAHVEPIFDASTKVEHLFKILLQEELSSHSEEISLLRDYRQFIRNSLDLLAAHCSTEQLESDLQKFNQVWDTYM 320
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYV 318
consensus !!!!!!!!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!! !! *!! !*! !!*!! **!*!!!! ! !!! !! !*

logo EQHGDEHRSTDSPLMPPSHGLVSQLLQLDNVASELLDAELDFEKGIRNTEFPDHYLERLSEQADLVLLQHTHQSQAMI
LGLHYEYTNSQLKESY

NTDB id 211785 BVD86 RS18505 WP 101664610.1 EQHGEHSSPLMPPHGLVSQLLQLNVAELLDAELDFEKGIRTEFPHYLERLSEQADVLLQHTQSQAMIGLYEYTNQLKESY 400
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESY 398
consensus !!!!*** !!!!*!!!!!!!!!! ! !!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!*!!!!*!!*!!! !!!!!!
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NTDB id 211785 BVD86 RS18505 WP 101664610.1 DILFDRPDLLQSDYVFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNVLDELKLYTQYIPNLNSESLETHQDVFEPLFNA 480
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNI 478
consensus **! !*! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! ** !!! *!*!!!!!!!! ! * * * * !!!**!

logo EPVEPQETAVNVADPTLVEI ENFNSDVFSATDQWAVTVI
LGQSVQLQDRQFYI SSETHQVNRHNFDAPDLLDI FLEEADEELLEGI

MDTDLNI
LWVDGDEQENFAALNN

NTDB id 211785 BVD86 RS18505 WP 101664610.1 EVEQTANDPLIE.NVFTDQVTIGQSVQLDRQFISSEHVNRHFDPDLLDIFLEEADELLEGMDTDLNLWVDDQENFAALNN 559
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNN 558
consensus !*!* ** * ! *!!!!! !!!*!!! *!!!*!!*!!!!!!!!!!*!!!!!*!!!!!*!! *!!!!!!!!!



logo LMRYLHTLKGGANMI
VQATYI

LGL IAHELES IYERL IQKQL IVAVSTSADL IDF IRLVQDDLADRLQIMVREQHQLDYAAPSHYTINQALK
NTDB id 211785 BVD86 RS18505 WP 101664610.1 LMRYLHTLKGGANMIQATYIGLIAHELESIYERLIQKQLIASSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALK 639
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALK 638
consensus !!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!!
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NTDB id 211785 BVD86 RS18505 WP 101664610.1 NAGQVFDSHIK........ESKTEPETYVIPELNFEVLQQEAINNTALNLSELTSGSEQIAK.SNNQLVEQTELQVLYAD 710
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIP....VELEPALAELETHHDQVFDTAVTELATPVEMITTVTS 714
consensus !!! ** ********!! *! !!*!* * ****** * ! !! ****!* * ! * !*
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VGLEATVQAIAYQLENA
NTDB id 211785 BVD86 RS18505 WP 101664610.1 HNHTESIPDQDINTVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILLQLQRAVHSLKGGSRMLGLETVQAIAYQLENA 790
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENA 794
consensus * * **!!! !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!

logo FEQFALHHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATIQIPSTKLTRATDLFSSTEPVMS
TF IVQGDGT

NTDB id 211785 BVD86 RS18505 WP 101664610.1 FEQFALHHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFIETAIQIPSKLTRTDLFSTEPVMSFVQGDGT 870
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGT 874
consensus !!!!!!!!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!!!*!!!!*!*!!!!!

logo EPPPMMGAEWEQATEQRLDQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLAVEMELAIQRLADQLRRMEGELET
NTDB id 211785 BVD86 RS18505 WP 101664610.1 EPPPMMGEWEQAQRLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLAEMELAIQRLADQLRRMEGELET 950
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELET 954
consensus !!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!

logo QI IAKHGI EHNSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTEGSLLLVQQSR IQAE IQEGLMRTRLVP
NTDB id 211785 BVD86 RS18505 WP 101664610.1 QIIAKHGIENSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTEGLLVQQSRIQAEIQEGLMRTRLVP 1030
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVP 1034
consensus !!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!!

logo FSRLLPRLQR IVRQTSTALNRPAELFVNNTEQGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAQREQQAKNKPETGR I ELNIHQ

NTDB id 211785 BVD86 RS18505 WP 101664610.1 FSRLLPRLQRIVRQTSTALNRPAELFVNNTQGELDRTMLERLVTPLEHMLRNAIDHGLEDRAQREQAKKPETGRIELNIH 1110
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQ 1114
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!*



logo RQGTDVVVTVFKSDDGQGIDI
VEKVRQKALLMASGL IKNPEGQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSDIKASLGG

NTDB id 211785 BVD86 RS18505 WP 101664610.1 RQGTDVVVTFKDDGQGIDIEKVRQKALMSGLINPGQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSDIKALGG 1190
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGG 1194
consensus !!!!!!!! ! !!!!!!!*!!!!!!!!* !!! ! ! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!

logo HVSVDESVYGQGTTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPASLEQYFEGSAPQELFEFYENKRYPLRYLSE
NTDB id 211785 BVD86 RS18505 WP 101664610.1 HVSVDSVYGQGTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPASLEQYFGSAQELFEFENKRYPLRYLSE 1270
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSE 1274
consensus !!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !*!!!!!*!!!!!!!!!!!!

logo FVGNQP IPRLNSGMVMYSLPVLMIKANNGQTVALL IVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIA
NTDB id 211785 BVD86 RS18505 WP 101664610.1 FVGNQPIPRLSGMMYSLPVLMIKANNGQTVALLIDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIA 1350
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIA 1354
consensus !!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RQIQSTQRRHKQSLNSEATI
VYRKQRESDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI EQLENIKPDLMLLDI EMP

NTDB id 211785 BVD86 RS18505 WP 101664610.1 RQIQSTRRHKSLNETIYRKRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMP 1430
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMP 1434
consensus !!!!!! !!! ! ! *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RMDGFEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDALFLMVAKFEGSEGLVAKS

NTDB id 211785 BVD86 RS18505 WP 101664610.1 RMDGFEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIDALFMKFEGGLA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!!!! * !! * *
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