logo

NTDB id 211530
NTDB id 97 BSU
consensus

logo

NTDB id 211530
NTDB id 97 BSU
consensus

logo

NTDB id 211530
NTDB id 97 BSU
consensus

logo

NTDB id 211530
NTDB id 97 BSU
consensus

logo

NTDB id 211530
NTDB id 97 BSU
consensus

BUN12
24720

BUN12
24720

BUN12
24720

BUN12
24720

BUN12
24720

RS08030 WP 013352871.

NP 390352.1

RS08030 WP 013352871.

NP 390352.1

RS08030 WP 013352871.

NP 390352.1

RS08030 WP 013352871.

NP 390352.1

RS08030 WP 013352871.

NP 390352.1

e roowetigce LR AL RO v A s AR Y

MKRIKRTWPLKDQAAFLKRLGEMT|®SGY L GLRL |SLQ IIKRQ®A LTD{e I LREGHY FYQVLINALSFHKEAVRICY
...................... MTIN8GY L GLRL |ALQ KRQEA LTDN INMLREGENZFYQVLISILSFHKEAVEICY

st ok ok ok ok ok ok ok ok ok o sk ok ok ok ok kR kokokok |1 L Dok Dokok DL D Dok L lokok D01 Lokl 00 sk skl 000 sl D00 LLLLLELL T11

LA AL s

Vo T

FAEJMHGELP JAMIQSGELLINRK WIQWNQ K LRYP FLI{ VMVMFY LQS IIPQFSGIYQSMNMYTS[ATING FAFF
FAEWHGELP RMMQSGELLBRK MQI®Q K LRYP FLI V VMFY LQS IIPQFSGIYQSMNMBTSIXJTINU FAFF
1 ro T 1 o

sty R LY HIESLCLSSLL L O e

QHIPNANINL[e EYNANS 13 Y\yWig [MKKKSPADEMLT /  IPL GKIVAJLFNSYFFSLQLSSLLKSGLSIYDSLIAFK - Q
QHI.LV.ILL LFTAGEGER(Y KKKSPIWANMLI[ TPL GKIMMMLFNSYFFSLQLSSLLKSGLSIYDSLNAFKEIQ
1ok

RN B A0

FLPFYR EAELIWRLKAGE IESA GligeYEWDLINYY SHGQIW|GRLEREL TYSQF |3RLE WABK TGILQP 1Y
FLPFYRGEAEWNLIBRLKAGE IESA MG YEWDLEJ®Y SHGQEGRL REL TYSQF [MRLE[MAMK TGILQP Iy
Il TR

DU D DRI ak DDT% 1 Tkl DD Lkl

HAhS | o

U

A UL L Y0

GUJVA MILLVY SML PMYQMMN QM
GIgVA MILLVY SML PMYQMMNQVMEEEECPE]
Dol bbbkl bt LT

X non conserved
B similar
> 50% conserved

80
58

160
138

240
218

320
298



