logo

NTDB id 21140 NGO RS01425 WP 003687645.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 21140 NGO RS01425 WP 003687645.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 21140 NGO RS01425 WP 003687645.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 21140 NGO RS01425 WP 003687645.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

LUV LAL AT N VAL R S RANL LSt TR

MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD
MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYKD

MKKILLTVSLGLALSACATQGTIDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHANQSQLDTAYAYYKD
N

RARALA R G DALY IELEFURLAD SRHAREAAEL VLA

DEKDKALAATERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM
DEKDKALAATERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM
DEKDKALAAI RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADATARM

LA VAT A A AR | VTR A LA SRR A o

VKLVDALGGNEMSVARYYMKRGAYTAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW|
VKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFLTHAW
VKLVDALGGNEMSVARYYMKRGAYTAAANRANKIIGSYQNTRYVEESLAILELAYKKLDKPRILAADTRRVLETNFPKSPF LIQaI%W

] iR

QPDDMPWWRYWH 267
QPDDMPWWRYWH 267
PIDDMPWWRYWH 267

K non conserved
B similar
>50Y% conserved

170
170
170

255
255
255



