logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

logo

NTDB id 21136 NGO RS00585 WP 003690581.1
NTDB id 1095 KZH42 RS10215 WP 002225638.1
consensus

) RV R Qe AL )

MMSPETWMKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQIADGSG
MMSPETIHKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQIADGSG
I

LHRE PV R i Y R LTV TR

SVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRIIQTALDVTPLH
SVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRIIQTALDVTPLH
PELLLL et

LR RASALY LD A GRUELLAXLY AR ke LR

DTLPDALL RLKLP LAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKR BJGTAAALBWGDGTLTQALRQ

DTLPDALLRLKLPBILAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKR [GTAAALMGDGTLTQALRQ
PUULE D bk DD sk DLtttk LErrrr vt

AL FALTAREANSE W) A LS IAROATA S ALY & Te Lt ROLE L

ALPFALTDAQEKVVSEICRDMAQTJIPMHRLLQGDVGSGKTIVAALSALTAIESGAQVAVMAPTEILAEQHFIKFKQWLEPLGIEY|
ALPFALTDAQEKVVSEICRDMAQT PMHRLLOGDVGSGKTIVAALSALTATIESGAQVAVMAPTEILAEQHFIKFKQWLEPLGIEYV|

VL CMRREATALD Y TRLFD AL R AR R, R

VLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGL IVDEQHRFGVAQRLALKNKGREVHQLMMSATPIPRTLAM
V LFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGL IVDEQHRFGVAQRLALKNKGREVHQLMMSATPIPRTLAM

SEANDVIRL TR RORRAE AL ARAT Y e LA AL

SFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLIEESETLQLQTAAETLARLQTALPEYNIGLYV|
SFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLIEESETLQLQTAAETLARLQTALPE NIGLYV]

R AOREAAE A NLIATVE YL VR ALELR R AE VLERE LA

HGRMKAAEKAEVMAIRFEWAGRILNVLVATTVIEVGVDVPNAALMVIEHAERMGLAQLHQLRGRVGRGA ESVCVLLFAEPLGELAKA
HGRMKAAEKAEVMARFRBIGLNVLVATTVIEVGVDVPNAALMVIEHAERMGLAQLHQLRGRVGRGA ESVCVLLFAEPLGELAKA
Py B

85

170
170

255
255

340
340

425
425

510
510

595
595



\
logo R\.KV YEHTD FE ARQD\.N R EH. ARQS V \.RFAN.EED\.H\.\.EQARETA \. EQN E VEAH\.ARV\.S RE Y\. \/
NTDB id 21136 NGO RS00585 WP 003690581.1 RLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEEDLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGYV] 680
UMD SR e I N LS LR VA s A e N O P RS OO ol S Kt PR | KV I YEHTDGFETARQDLNIRGPGEFLGARQSGVPMLRFAKLEEDLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGYV 680

consensus L T T T O O e e O O O e e O A A A

non conserved
B similar
> 507 conserved



