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NTDB id 1253 GCO85 RS04835 WP 011215094.1 MLKLLKPKHRSILGIDISSSAVKILEISGSGEDICVEGYGREEIPASALEGNMIKDVDVVANCIKKLVERLKFTSKNVAL 80
NTDB id 211330 BLE401 RS09930 WP 062152374.1 .MGIFSLKPEPLVGIDISSTAVKLLELSRAGNNYKVESYAIEPLPEKAVEDKNVVELETVGEAISRVVRRAKPKAQFSAV 79
NTDB id 1010 ACIAD RS15195 WP 004923715.1 MLRLYRRPKKGLVGVDISSTSVKVLELSVKNNQYRVESYGLVPLLENSVVEKNILNPEAVADALTRSINLANPQAINAAI 80
NTDB id 1054 ABD1 RS15870 WP 002014066.1 MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTHAAI 80
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTNAAI 80
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 AVPDSAVISKVVQINEGLTDLEMEELVVIEADKYIPYPIDEINLDFEVLGHSAKSS.SLLDVLIVASRAENVNTRVEAAH 159
NTDB id 211330 BLE401 RS09930 WP 062152374.1 AVSGPAVITKIIEMDKGMSDDERRALIEADAEQYIPYPLDEISFDFEVIGPNDKDPETRMDVLLAASRSENVEIRIASAE 159
NTDB id 1010 ACIAD RS15195 WP 004923715.1 AVPTSMVVHKIIEMDADMTDDEREVQIRMDAERYIPFPLDEVSLDFEVMSEPLANP.NRVSVLIAATRTENVDTRIEVLE 159
NTDB id 1054 ABD1 RS15870 WP 002014066.1 AVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLANP.NRVNVLLVATRTENVETRVEVLE 159
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 AVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLLNP.NRVNVLLVATRTENVETRVEVLE 159
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 RAGLEPKVVDVESYAVERSVQQIAQELPASGQDKIVAIVDIGANYTHLFVLHGMRLIFSREEKFGGMQLVEAIAEHYHMN 239
NTDB id 211330 BLE401 RS09930 WP 062152374.1 LGGLKVRVVDIEKYALENAFRLLAESDPEINVDETIGLVDVGATTTTINVLGNNKIVYSREELFGGKRLTENIQHRYGIS 239
NTDB id 1010 ACIAD RS15195 WP 004923715.1 LAGLTPKVADVESYAMERAFSVFADTLPM..GVNTVGILDIGHTMTTLSVMQKGKIIYTREQVFGGKQLTQEVQKRYGMS 237
NTDB id 1054 ABD1 RS15870 WP 002014066.1 LADLNPKLADVESYAVERAFSVFADSLPM..GANTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLS 237
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 LADLNPKLADVESYAVERAFSVFADSLPM..GANTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLS 237
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 LEQAIALKNQGKLPEDYESAVLEPFKDMILLQIKRTLQFFYST...SQHGFVDHILLAGGMARQPGLAALIQEQLGVTTT 316
NTDB id 211330 BLE401 RS09930 WP 062152374.1 YEEANLAKRNGGLPDDYEIEVLEPFKAEMAQQISRMVQYYYSSDASPKYGQLSHILIAGGCASIPGIIEHVSNKVGGHVT 319
NTDB id 1010 ACIAD RS15195 WP 004923715.1 YEEAGRAKKDGSLPEDFTQEVFEPYLEALVQQAARSLQFFFSS...SQYNEIDHILLAGGNANILGLSRLLQQKLGYRVT 314
NTDB id 1054 ABD1 RS15870 WP 002014066.1 LEEASRAKKDRSLPDDYEIEVLDPFLDAVVQQAARSLQFFFSS...SQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVT 314
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 LEEASRAKKDRTLPDDYEIEVLDPFLDAVVQQAARSLQFFFSS...SQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVT 314
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 VANPLSHMSFGKKVNLDVINSDAPTLMVACGLALRHVE.... 354
NTDB id 211330 BLE401 RS09930 WP 062152374.1 IANPFASMSLSAKVPKKDLMRDAPALMIACGLALRTFDKFNY 361
NTDB id 1010 ACIAD RS15195 WP 004923715.1 IANPFLQMEFSPQVDIKKVENDAASLMVACGLALRSFDE... 353
NTDB id 1054 ABD1 RS15870 WP 002014066.1 IANPFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD.... 352
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 IANPFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD.... 352
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X non conserved

X similar

X ≥ 50% conserved


