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NTDB id 211246 BUW91 RS25950 WP 301337466.1 ..............................MPDGWMTDENRDEQTGS..TIQKSVSLDVTTAVTKAVSEANAAVVGVVNI 48
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 211246 BUW91 RS25950 WP 301337466.1 QNSES...FW..........NDERTDAGTGSGVIYKKQGNKAYIVTNYHVIKGANEIEVSFSNGTRVSAKILGSDDLMDL 115
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDL 158
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDI 154
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
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NTDB id 211246 BUW91 RS25950 WP 301337466.1 AVLEIDAGHVTKVATFGNSDKLKAGEPVIAIGNPLGLQFSGSVTQGVVSGVNRVIPQDLNGDGNPDWQSEVIQTDAAINP 195
NTDB id 381 SMU RS09890 WP 002262650.1 AVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQN..ENGETISTNAIQTDAAINP 236
NTDB id 425 SGO RS10525 WP 012131081.1 SVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRS..EDGQTIATQAIQTDAAINP 232
NTDB id 256 KZH43 RS10270 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS..EDGQAISTKAIQTDTAINP 231
NTDB id 215 SPD RS10945 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS..EDGQAISTKAIQTDTAINP 231
NTDB id 181 SPR RS10425 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS..EDGQAISTKAIQTDTAINP 231
NTDB id 145 SP RS11450 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS..EDGQAISTKAIQTDTAINP 231
NTDB id 539 SM12261 RS09395 WP 000681587.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS..EDGQAISTKAIQTDTAINP 231
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NTDB id 211246 BUW91 RS25950 WP 301337466.1 GNSGGALVNIDGELIGINSMKIAQ.......EAVEGIGLAIPINMARPIINDLERYGEVRRPYLGVSTLSLSEVSGYHLK 268
NTDB id 381 SMU RS09890 WP 002262650.1 GNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG.R 315
NTDB id 425 SGO RS10525 WP 012131081.1 GNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS.S 309
NTDB id 256 KZH43 RS10270 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.I 306
NTDB id 215 SPD RS10945 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.I 306
NTDB id 181 SPR RS10425 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.I 306
NTDB id 145 SP RS11450 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.I 306
NTDB id 539 SM12261 RS09395 WP 000681587.1 GNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD.I 306
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NTDB id 211246 BUW91 RS25950 WP 301337466.1 ETLKLPHDVVNGVAVLKVEPGSPAAKAGLKEYDVIVELDHSKVRDIATLRKHLYIEKEIGDKMNVTFYRDGKKKSTEVKL 348
NTDB id 381 SMU RS09890 WP 002262650.1 DTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYK.HKKGDKIKLTFYREKDKQTVEIQL 393
NTDB id 425 SGO RS10525 WP 012131081.1 DRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYK.HSINEEIKVTYYRDGKEQTTTIKL 387
NTDB id 256 KZH43 RS10270 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYN.HSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 215 SPD RS10945 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYN.HSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 181 SPR RS10425 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYN.HSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 145 SP RS11450 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYN.HSIGDTIKITYYRNGKEETTSIKL 384
NTDB id 539 SM12261 RS09395 WP 000681587.1 RRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYN.HSIGDTIKITYYRNGKEETTSIKL 384
consensus **!**!**!**!**!*******!! ***!**!!!!***!*************!!* *********!*!!**********!

logo

D
T
N
R
K
Q
T
S
M
T
S
D
K
Q
GDLNSEHSE

NTDB id 211246 BUW91 RS25950 WP 301337466.1 TRQMK..... 353
NTDB id 381 SMU RS09890 WP 002262650.1 TKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 TKSTDDLSSE 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 NKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 NKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 NKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 NKSSGDLES. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 DKSSGDLES. 393
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