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NTDB id 211168 AHTJS RS08685 WP 075315663.1 MNNKNNNMQISKFHFVNPRTQSLASQPSCEAMLLRSSSARLNRDHSEHSSSSCARTKFHFVNPRSGFTLVELLVAIAIFA 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .......MIKNK..................YIHIRSIA...........SRLAARSSSARLTRASGFTLVELLVAIAIFA 44
consensus *******! !****************** ***!! ***********! *!!* * * * !!!!!!!!!!!!!!!!
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NTDB id 211168 AHTJS RS08685 WP 075315663.1 VLSMLGWKVFDYLLKVKDRNAEHEVNLFALQDAYQQILRDSLQIIPLTANDGRQLQAALVLNDQVFMFSKAGVSDPLKQG 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 VLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQG 124
consensus !!!*!!!!*!!!!!!!*!!!!!!!!*!! !!!!!!!!!!!*!!!!!!*!! ! !!**!! * !* !!!!!!*!!!!!!
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NTDB id 211168 AHTJS RS08685 WP 075315663.1 LSPYERIEYRFDESQKRLYRLKYTNLNIPNRVQPMSSVLLDNVERFKVSVFNPQELMQWPENNVDPENTAELRKLPLGLK 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 LSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIK 204
consensus !!!*!!!!!!*! !!*!!!!!!!!!! *!! !!*!! !! *!* * * ! !!!* !!! !*!! * !!*!!! !*!

logo IQLTVAGTVDNYEWIYRSL INDQGRDSLQDSLSQSQEGNS
NTDB id 211168 AHTJS RS08685 WP 075315663.1 IQLTVAGTDYEWIYRLIDRSQDSQ..... 264
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!! !!!!! ! *****
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