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NTDB id 211133 LA20249 RS06720 WP 057738244.1 MLKLFKKLNKKEYLMILASLIFIVVQVGLELEIPSYMSTITEKLEQQGTTVNQILEPGMMMVLLSILSAIALILVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !*!!*!! !!* !*! ! !!** ! **! ! !!! !! ! !!! !**!! !** ! ! *!!!* !
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 HVAAGFTARLRSEIFNKVMDYSTQDIKKFSVSSLLTRSTNDLTQLQQFIAMGLQVIIKAPITAIWAITKIANKGWQWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !! !!!!*!!!*!!!!! *!!!!!**!!!!!*!!!!!!!! ! !!*!!* **!! !*!!*!!! ! !! !
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 TGIAVVVLIIMLSFILLMVQPKFKKVQSLTDRLNLVTRENLSGIRVVHAYNAEDYQNDKFNKANKDLTETNLFANRVLAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !*!!*** !!!! ** * !* * !!!!!! !! !!! !*!*!!!*!!!!!!!! !! * !! !! !! !** !
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 MNPGMSFISSTLTLSVYGIGAIIINQAT...........ARATRLTLFSNMIVFSSYAMQVILGFLLLSIIFILLPRVTV 309
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!! !* *!! !!! *! !!! **! ***********! ! !***!! !*!!!!!!!!!**!!*** !!!*!!! !
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 SVGRINQVLDVEPSISSPSKH.QATKGAGTIEFKNVSFRYPQAEADAVHNLSFQAKQGQTIAIIGSTGSGKSSVMNLIPH 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ! !!! !! * *!** * ** ! *!!* !!!!!* ****!! !! ! !*! !!!!!!!!!***!!!!*
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 LYDVTKGQVLIDGVDVKDYSTAELNDRLGYIPQKAVLFSGSIRSNISFGETDKQASQNDQDIYQALEIAQSRDFVDQKQH 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQ.APLDDAKIWEALELAQAKNFVEEKEK 479
consensus !! ! ! * !!!* ! !!!* *!! **!!!!!*!!!!!!*!!!!! !! *! *!* ! !* !!!*!! * !!* ! *
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 KLDSEVAQHGDNFSGGQKQRLAIARAIARKPEILLFDDSFSALDYETDRKLRGALKTKAAQTTKVIVAQRISTIMDADQI 548
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
consensus !!*!!!!*! !!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!! !!! !! ! ! !!*!!!!!!!!!!!!!*!
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NTDB id 211133 LA20249 RS06720 WP 057738244.1 IVLDNGKVAGQGTHSELLKNNEVYQEIAYSQLSKEELA... 586
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus *!!!*!!! !!!!! !!! !!**!!!!!!!!!!!!!! ***
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