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NTDB id 211094 BC6307 RS16135 WP 066420808.1 MLLSKSRWNIKKPNEEKVKELVDTLKVTPLIATLLVNRGIEDVEEASSFLNINEMDFHDPFLLEDMEKVVERIKTAVQKE 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! ! *! *!!! ! * !**!!!*!*!!! !! * ! ! !!* * !!*!!! * ! *!!! !*
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 EKILVFGDYDADGVSSTTVLLTALQEIGARADFYIPNRFTEGYGPNETAFRWAKEQNYTLIITVDTGISAHHEGEVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!***!!!!!!!!*!!*!*!* !! * ! !!!!! !! !!!!!!! !!! !! **!!!!!!!!! !*!!* !!!!!
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 GLDLIITDHHEPSPTLPESYAIIHPKKTTCSYPYKELAGVGVAFKVAHALLGRVPEHLIEIAAIGTIADLVPLTGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! ! !!* !!*!!! * !*!!*!!!!!!!!!!!*!!!!!! *!**!***!!!!!!!!!!!!* !!!!!
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 AYRGIRQMKSTTRAGLRALFQKCGVDMANITEETIGFTIGPRINAVGRLADADPAVHLLMATTYEEAVALVEEIDGYNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !* ** ! ! !!* ! *! !** !!!*!! **!!*!!!!!* !!!!!!!!! !! ! !!! !!!

logo RQKQI
MVASKI

MTDEEAI EKMQVEEQKQGYLPPEDEHQSTAF I IVVAEGKAYDGWNAPGVI
VGIVASKRLVDKRFYRPATIVLGS ILDDEEKKTGI

LAKGSARS IKRGFDNLF
NTDB id 211094 BC6307 RS16135 WP 066420808.1 RQQIVAKITEEAIKQVEEKYPPEEHSFIIVEGYDWNAGVIGIVASRLVDKFYRPTIVLSLDDKTGLAKGSARSIKGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! !*!*!!! !! ****** !*! !!*!!*!!!!!*!!!*!!!! !!! *!* !*!!!!!!!!*!! !!
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 EHLSDCRDILPHFGGHPMAAGMTLEMKNVHELRTRMNRKASEILTEEDFIPITDVDMQCELEDISLQTIEQLERLAPYGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !*!!*!!!!!!!!!!!!!!!!!!! ! *!!*!*! ! !!!!!!!!* *!!* ! *!!!** *! * ! !*!*
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 ANPKPKVVVPNASLQQIRQIGSNNTHLKLMIEKNNESLDCVGFGFGDAYHEISPSCKIHVLGELSINEWNNIRKPQLFIQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!*!*!! ! *! !! ! !!*!* ! !!!!!! !* * ! ! **!***!!*!!!!!!! *!!!! !
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 DIKIDEWQLFDIRSSKQLSNTLKQLNKEKARLVHFSSEALHDLPIAEEWKSNSLHIVDIE..NYRF.SEETHLILLDLPT 637
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDL.R.REVHVISSKDQAKAFDLDGAYIVLLDPPP 636
consensus ! * !!!!!!*! * !* !* ! *!*! * * !* * *** *!** ** !* * ***!!!*!*
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NTDB id 211094 BC6307 RS16135 WP 066420808.1 DEEQLISLIKLAKPTRIYASFYQRENHFFSTIPTRDHFKWFYSLIMKKGSIDLNRYAEDIAKTRGWSKETVDFISQVFFE 717
NTDB id 354 BSU 27620 NP 390640.1 SLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFD 716
consensus * ! !* ! !!! ! **! !! !! ! !!!!!!*! **!*! !* *** **!!**!!! !!* !** !!!*

logo LEGFVKTIDENGFVI
LSLVNVSGASKMKRDLTDESQRTYQAKKQKQLQI

MELDENQKFLLNYSSTAYEHEQLKETWFLDNEKHLMVKNEQDLRSETAVYESSTRRT
NTDB id 211094 BC6307 RS16135 WP 066420808.1 LEFVTIDNGFISLNSGSMKRDLTESRTYQKKQKQIELENKFLYSTYHQLKTWFDEHVNELRTVYS..... 782
NTDB id 354 BSU 27620 NP 390640.1 LGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus ! !! !*!! *!* !! !!!!!*! !!! !! *!!**! !!* * !! ! ** ! *****
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