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NTDB id 210964 BUQ72 RS19660 WP 079218076.1 MFSFFKRKPKPEVQPELPPSLPPEAQPAASEPAAP................APATPPVEIAPPS.....AAVVSPPQPEA 59
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMP.SEA 79
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NTDB id 210964 BUQ72 RS19660 WP 079218076.1 AHVAHATHAADEAV...APEPEPEIVEAPAPTPEAKRSWLSRLKSGLSKTSS....NLTTLFIGARIDDDLYEELESALL 132
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 210964 BUQ72 RS19660 WP 079218076.1 VSDAGVEATQWLLDELKKKVKAERLTEAAQVRTALRSLLIDLLTPLQRPLVLGR.EQPLVMMIAGVNGAGKTTTIGKLAL 211
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 210964 BUQ72 RS19660 WP 079218076.1 HLQAHGQSVLLAAGDTFRAAAREQLAVWGERNNVSVIAQESGDPAAVAFDAVHSATARGTNVVMVDTAGRLPTQLHLMDE 291
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 210964 BUQ72 RS19660 WP 079218076.1 LKKIKRVIAKGMATAPHEVLLVIDGNTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIAKTRPVPLYFIGVGEK 371
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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logo IDEDLQRPFDNARTAEFVDALLDS
NTDB id 210964 BUQ72 RS19660 WP 079218076.1 IEDLQPFNATEFVDALLS 389
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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